
IMGVR_UViG_3300045988_097517|3300045988|Ga0495776_095861: 1-93,835 (+)

MGV-GENOME-0359244: 1-89,664 (+)

uvig_576393: 1-93,743 (+)

SAMN05301501_a1_ct2659: 1-93,903 (+)

KJ804259.1: 1-93,794 (+)

IMGVR_UViG_3300001505_000001|3300001505|M534_100002: 1-93,064 (+)

IMGVR_UViG_3300001512_000005|3300001512|M534_100002: 1-90,315 (+)

uvig_396275: 1-86,209 (+)

TemPhD_cluster_54417: 1-96,432 (+)

TemPhD_cluster_54837: 1-91,741 (+)

uvig_577180: 1-94,473 (+)

IMGVR_UViG_3300006441_000002|3300006441|Ga0100177_100013: 1-113,990 (+)

KF929199.1: 1-92,417 (+)

40000 nt
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