
MGV-GENOME-0287368: 1-42,412 (+)

uvig_80890: 1-42,521 (+)

IMGVR_UViG_3300045988_086016|3300045988|Ga0495776_083733: 1-37,535 (+)

IMGVR_UViG_3300045988_090836|3300045988|Ga0495776_086495: 1-37,467 (+)

SAMEA1906503_a1_ct3907_vs1: 1-38,068 (+)

MGV-GENOME-0269262: 1-38,851 (+)

IMGVR_UViG_3300045988_116158|3300045988|Ga0495776_162733: 1-38,851 (+)

IMGVR_UViG_3300045988_078171|3300045988|Ga0495776_187635: 1-42,594 (+)

uvig_7634: 1-54,097 (+)

MGV-GENOME-0242187: 1-35,529 (+)

MGV-GENOME-0238542: 1-35,006 (+)

uvig_383808: 1-46,439 (+)

uvig_9444: 1-35,353 (+)

20000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


