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MGV-GENOME-0186013: 1-25,598 (+)
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SRS047044_al ct17149 vs1:1-25,264 (+)
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MGV-GENOME-0201896: 1-28,309 (+)
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MGV-GENOME-0187567:1-25,853 (+)
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MGV-GENOME-0210404: 1-29,819 (+) u

\ )

MGV-GENOME-0225451:1-32,475 (+)

] b

MGV-GENOME-0214172: 1-30,507 (+)
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MGV-GENOME-0339170: 1-34,565 (+)
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MGV-GENOME-0307966: 1-32,116 (+)
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MGV-GENOME-0230618:1-33,437 (+)
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MGV-GENOME-0211555:1-30,015 (+)
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MGV-GENOME-0298208: 1-32,390 (+)
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MGV-GENOME-0354924:1-30,362 (+)
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