uvig_89238:1-35,815 (+)

MGV-GENOME-0162429:1-22,146 (+)

MGV-GENOME-0300565: 1-46,781 (+)

PO XD HE K —O— RO KK a3 D

MGV-GENOME-0316581: 1-41,559 (+)

IMGVR_UViG_3300029044_000199|3300029044|Ga0169677_1000282: 1-49,166 (+)

PO OO EHE KRR KKK A

MGV-GENOME-0198669: 1-27,739 (+)

D O SOOI KA KKK CRD

MGV-GENOME-0165852: 1-22,617 (+) !

DO PO A=A KA KAAKCKHD

MGV-GENOME-0193535: 1-26,843 (+)

DO XD AR KA KKSIACKD

MGV-GENOME-0247882: 1-27,332 (+) [

D O XD AR KA ASKACHD

MGV-GENOME-0195046: 1-27,097 (+) i

D)/ I I 9O O O O (0 (0 O O O GV I € € (O

MGV-GENOME-0208667: 1-26,642 (+)

D O XD A O—ARKACKC KK AKACHD

MGV-GENOME-0202614: 1-28,442 (+) y

) I, B 1000 O (094 O O O (Y G G S (S b

MGV-GENOME-0241600: 1-27,098 (+) I

AP O XD ERED—KAAC . KA KKK CRD

1
MGV-GENOME-0201417: 1-28,223 (+)

DO PO AR KK KIS KD

MGV-GENOME-4398273:1-28,124 (+) '

P O PO =GO KA D

1
MGV-GENOME-0203861: 1-28,656 (+)

DO OO A D—CRRKACKE KKE KD

1
MGV-GENOME-0225341:1-29,963 (+)

D O PO A OD—AKIACC KKK KD

MGV-GENOME-0203350: 1-28,567 (+) |

PO PR GO KA D

MGV-GENOME-0202779: 1-28,470 (+)

DO OO DR KK KKK HD

1
MGV-GENOME-4400329: 1-28,971 (+)

D O XD A OD—RACAC KIS D

MGV-GENOME-0203620: 1-28,615 (+) '

[P O XD DR KD

1
MGV-GENOME-0207195: 1-29,257 (+)

DO OO AR O—EAERIC . KA KKK CRD

MGV-GENOME-0217322: 1-31,085 (+)

MGV-GENOME-0223094: 1-30,488 (+)

MGV-GENOME-0283657: 1-32,748 (+)

DO XD AR KA KKK CRD

MGV-GENOME-0219265: 1-31,433 (+)

D O PO A OD—AAACE KA KKK CRD

MGV-GENOME-0212027: 1-30,103 (+)

PO PO HEO—O AR KA D

MGV-GENOME-0227839: 1-32,900 (+)

MGV-GENOME-0233005: 1-33,912 (+)

MGV-GENOME-0247605: 1-36,343 (+)

MGV-GENOME-0177620: 1-24,310 (+)

MGV-GENOME-0173778:1-23,735 (+)

MGV-GENOME-0192625:1-26,688 (+)

MGV-GENOME-0182617:1-25,073 (+)

MGV-GENOME-0212602: 1-30,211 (+)

%

MGV-GENOME-0254008: 1-37,422 (+)

MGV-GENOME-0253011:1-37,247 (+)

:
@

MGV-GENOME-0277823: 1-40,206 (+)

MGV-GENOME-4415036: 1-38,575 (+) '

)b I (0 (€, O (O O O (e s >~ O-CRHOARACKAC KA ASACHD

uvig_120561:1-42,157 (+)

MGV-GENOME-0174925: 1-23,900 (+)

MGV-GENOME-0174428:1-23,832 (+)

MGV-GENOME-0169323: 1-23,102 (+)

MGV-GENOME-0164702: 1-22,456 (+)

MGV-GENOME-0192318: 1-26,635 (+)

MGV-GENOME-0202105: 1-26,380 (+)

MGV-GENOME-0201974: 1-26,394 (+)

MGV-GENOME-0158238:1-21,586 (+)

MGV-GENOME-0155312:1-21,196 (+)

uvig 111191:1-21,185 (+)

uvig_157206: 1-41,093 (+)

PO PO =HE&D— % O I, I I, e (0 O G (G S S

uvig_198327:1-47,027 (+)

SRS045244 al ct7635 vs01: 1-44,070 (+)

MGV-GENOME-0288613:1-41,731 (+)

DO OO DD MO K- KKK KD

uvig_303675:1-49,317 (+)

uvig_97811:1-50,954 (+)

[ ADEDT YOOI KK A XHD

MGV-GENOME-0169903: 1-23,186 (+)

[ ADEDT OO KKK AAKK KD

MGV-GENOME-0153444: 1-20,950 (+)

P O T H—CIOCE KKK KD

Han_2018_ERR1398242 NODE_459_length_29802_cov_28.255589: 1-29,802 (+)

MGV-GENOME-0198691: 1-27,744 (+)

MGV-GENOME-0239594: 1-35,166 (+)
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