| ) WD Y EEC SCODWDMIDDIMOIADIE DO OO SDPBIDN O

MGV-GENOME-0226073:1-32,581 (+)

| YD I D) EDC DDA OWT D o0 DD O

Shkoporov_2018_SRR6128029_NODE_31_length_32360_cov_43.967466:1-32,360 (+)

| r PO 0

MGV-GENOME-0219914: 1-31,538 (+)

| r WD Y

MGV-GENOME-0236333: 1-34,585 (+)

| YD) VI D)

SAMNO6164637_al_ct101736_vs1:1-32,635 (+)

| r PO 0

MGV-GENOME-0216284: 1-30,895 (+)

| YD OO0

uvig 287473:1-30,895 (+)

| r OO0

uvig 126236:1-29,802 (+)

| 7 I D)

MGV-GENOME-0217354: 1-31,092 (+)

| YD OO0

uvig_141676:1-31,614 (+)

| r OO0

MGV-GENOME-0218387:1-31,273 (+)

| r OO0

MGV-GENOME-0221480: 1-31,806 (+)

| i OO

OTU_3903:1-30,647 (+)

| r POOOLO0

MGV-GENOME-0233587: 1-34,023 (+)

| r POOOLO0

MGV-GENOME-0232201: 1-33,751 (+)

| Y DD

uvig_175689:1-31,935 (+)

| r NI D)

MGV-GENOME-0228492:1-33,012 (+)

| r I D

MGV-GENOME-0226637:1-32,681 (+)

| r OO0

MGV-GENOME-0227378:1-32,813 (+)

| r YYD

uvig 187308:1-32,533 (+)

| r X0

MGV-GENOME-0233362:1-33,980 (+)

| r I DD

uvig 482267:1-32,982 (+)

| r POOOLO0

MGV-GENOME-0224519:1-32,316 (+)

| r OO0

uvig_542535:1-31,095 (+)

| r OO0

MGV-GENOME-0213058: 1-30,301 (+)

| r NI D)

MGV-GENOME-0216765:1-30,986 (+)

| r D

uvig_253991:1-30,913 (+)

| Y OO0

SAMN 10080898 _al_ct68296_vs1:1-31,232 (+)

| r OO0

OTU_2513:1-38,817 (+)

| r POOOLO0

MGV-GENOME-0237609: 1-34,825 (+)

| r I D)

OTU_23283:1-39,575 (+)

| r VI D

0OTU_2417:1-39,232 (+)

| YD WD DY

OTU_2213:1-40,062 (+)

| r POOOLO0

OTU_2279:1-39,736 (+)

| r POOOLO0

OTU_2360:1-39,457 (+)

| YD DD

SRS024138_a1_ct8343:1-39,589 (+)

| r OO0

SRS017808_a1_ct12130_vs01: 1-39,616 (+)

| r X0

uvig 228333:1-39,639 (+)

| YD OO0

SAMEA2738172_b1_ct6:1-39,257 (+)

| r I DD

MGV-GENOME-0263049: 1-38,987 (+)

| r I D)

0OTU_2448:1-39,121 (+)

| YD DD

SRS017120_a1_ct27841 vs1:1-38,563 (+)

| r OO0

OTU_2395:1-39,312 (+)

| r XOOOEO0

OTU_3247:1-34,785 (+)

| Y OO0

OTU_3159:1-35,218 (+)

| r POOOEO0

MGV-GENOME-0235257: 1-34,364 (+)

| r N IDD DD

OTU_3158:1-35,227 (+)

| YD OO0

MGV-GENOME-0251368: 1-36,963 (+)

| r POOOEO0

MGV-GENOME-0236216:1-34,565 (+)

| r I D

SAMEA2737683_al_ct14551 vs1:1-34,559 (+)

| r PDOOEO0

OTU_3089:1-35,674 (+)

| r I D)

OTU_3244:1-34,817 (+)

| r D

OTU_3342:1-34,310 (+)

| VI OO0

MGV-GENOME-0234628: 1-34,235 (+)

| r D

MGV-GENOME-0239910: 1-35,215 (+)

| r D

MGV-GENOME-0242126:1-35,520 (+)

| r OO0

MGV-GENOME-0264112:1-39,172 (+)

| r OO0

MGV-GENOME-0242603: 1-35,594 (+)

| r OO0

OTU_2435:1-39,163 (+)

| r IR

MGV-GENOME-0257910: 1-38,088 (+)

| 7 NI D

SRS019389_al ct9786:1-38,834 (+)

| YD OO0

MGV-GENOME-0258372:1-38,163 (+)

| r OO0

SAMEA2738091_b1 ct1:1-38,108 (+)

| r OO0

MGV-GENOME-0256177:1-37,791 (+)

| YD DD

uvig_433321:1-38,575 (+)

| r OO0

MGV-GENOME-0261022: 1-38,633 (+)

| r BN

uvig 430987:1-37,918 (+)

| YD OO0

OTU_3307:1-34,533 (+)

| r BN DD

uvig 432519:1-37,252 (+)

| 7 NI D)

SAMNO9781697_al_ct37941 vs1:1-34,789 (+)

| YD D Y

uvig_590308: 1-34,948 (+)

| r OO0

Minot_Diet_ SRR5088935_NODE_43_length_40257_cov_285.058728: 1-40,257 (+)

| - X0

Monaco_MBA4011_NODE_52_length_34462_cov_44.388787:1-34,462 (+)

| r WD Y,

SRS017080_a1_ct2959 vs1:1-39,679 (+)

| YD) NI D)

SRS014728_al ct11579:1-38,917 (+)

| r X0

OTU_2352:1-39,488 (+)

| r WD Y

uvig_540402:1-37,111 (+)

| r POOEEDD

SRS104647_al_ct9507_vs01: 1-40,307 (+)

| YD XOOEEDD

SRS148361_al_ct75306: 1-39,520 (+)

| YD) XD

OTU_31583:1-35,261 (+)

| YD) I D) EDC DO DO 0 SDEDDBEDEO—DEETm0D-D00 O

SRS011140_a1 ct18681:1-39,768 (+)

| YD I D) EDC EODDHOEAME DD 0D SDPDDEEDIDHO DOm0

SRS057124_al _ct35571_vs1:1-38,494 (+)

| YD VI D) EDC SDOHDHIIINCIOWNT DT D SDDEODESDWE—DE-HEON O

MGV-GENOME-0255874:1-37,736 (+)

| YD YD D) O SDOHDHIINCIOWN S0 S0 SDUBDBEDON O

MGV-GENOME-0234846:1-34,279 (+)

| r I D) EDC DO D000 SDDEOREDEOD-DOETm0-D00 O

SRS149184 a1 _ct17494 vs1:1-36,583 (+)

| r D DD DT OO 0D 0DE SDDBODEDIPEIE—DOEm0D-DO O

SRS019872_al ct17969 vs1:1-36,260 (+)

| r NI DD O D00 D DDEDIND—OETmp-P00 O

SRS055426_al ct2284 vs1:1-34,932 (+)

\ 2 DD EDC OCDADHDIMODIOWLE DO OO0 SDDDEEDED
uvig_236179:1-30,895 (+)
DYDY EDC CODMIIHOEOIN OO ODESD D
uvig 478315:1-26,094 (+)
\ VD DYDY O DDDMIIDAOLT OO0 0L SDPDDDEDIEIND—DOE P00 O

MGV-GENOME-0264925:1-39,314 (+)

| r D0 D DODMHIDDIOWT DO 0 SDPDDEDEIND—DEETTTTTDMON O

MGV-GENOME-0261382: 1-38,696 (+)

| ) DD L0 DL CDDWIIDEN WD OO0 SDDBOBEACN O

MGV-GENOME-0231032: 1-33,523 (+)

| Y BN DD EDT DOHDIIIDDN DT DO D0 SDPBUBEICN O

uvig 131976:1-33,315 (+)

| - OO0 ! DT SCOHDMIDEN DO OO0 SDUBDDEDIWND—ION D

MGV-GENOME-0239668:1-35,178 (+)

) W ) EDC EOMINOM OB O DT ODBODED

uvig_312748:1-29,353 (+)
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