%

1
MGV-GENOME-0297266: 1-45,923 (+)

?

1
uvig 32692:1-45,991 (+)

|

MG\/—GENOME—OIZB928O: 1-44,116 (+)

1
IMGVR_UViG_3300045988_133872|3300045988|Ga0495776_173063: 1-41,567 (+)

é

1
uvig 62673:1-46,318 (+)

MG\/—GENOME—OI3OOSSO: 1-46,720 (+)

i

1
IMGVR_UViG_3300045988_124055|3300045988|Ga0495776_117762:1-46,720 (+)

é

1
MGV-GENOME-0272376: 1-40,748 (+)

é

MG\/'GENOME'OIQ72266: 1-40,726 (+)

uvig_73071: 1-46,876 (+)

é

MGV-GENOME-0300909: 1-43,439 (+)

MGV-GENOME-0257553:1-35,312 (+)

v I

|

SAMEA1906463_al_ct216597 vs1:1-48,911 (+)

k 10000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA
I




