K

MGV-GENOME-0116459:1-16,941 (+)

Rampelli_10012_NODE_106_length_16812_cov_12.389449:1-16,812 (-)

K G ¢

uvig_373298:1-16,941 (+)

K K X X

uvig_301861:1-16,467 (-)

MGV-GENOME-0113832:1-16,712 (+)

MGV-GENOME-0110720: 1-16,455 (-)

MGV-GENOME-0110442: 1-16,433 (+)

MGV-GENOME-0112561:1-16,608 (-)

MGV-GENOME-0112499: 1-16,604 (-)

K K X <

uvig_334400:1-16,003 (+)

i

MGV-GENOME-0112294:1-16,587 (-)

MGV-GENOME-0111016:1-16,482 (-)

—1 A PDC X

MGV-GENOME-0110948:1-16,476 (-)

MGV-GENOME-0102499:1-15,819 (+)

i

MGV-GENOME-0109186: 1-16,332 (-)

uvig_243603:1-16,571 (+)

SAMNO0792013 a1 _ct21564 vs1:1-16,048 (-)

SAMN00791957_al_ct51640 vs1: 1-16,777 (+)

K K

uvig_246087: 1-16,582 (+)

MGV-GENOME-0113345:1-16,674 (-)

uvig_137763:1-16,642 (-)

uvig_331376:1-16,280 (+)

K K ( =

uvig_327891:1-16,073 (-)

MGV-GENOME-0109853: 1-16,386 (+)

MGV-GENOME-0098558: 1-15,524 (-)

MGV-GENOME-0097312:1-15,436 (+)

uvig 324712:1-16,774 (-)

MGV-GENOME-0106638:1-16,136 (-)

SAMN11893799 a1l ct25690_vs01: 1-15,668 (-)

MGV-GENOME-0110460: 1-16,434 (-)

MGV-GENOME-0111480:1-16,520 (-)

uvig_251301: 1-16,034 (+)

MGV-GENOME-0098377:1-15,511 (-)

MGV-GENOME-0111693:1-16,539 (+)

¢ <

uvig_333161:1-16,222 (+)

Ma_2019_SRR413681 NODE_1411 length_16215 _cov_10.675866:1-16,215 (+)

K !

uvig_218483:1-16,372 ()

KX =
MGV-GENOME-0109300: 1-16,341 (+)

K K X <

uvig_217055:1-16,222 (+)

uvig_255529:1-16,226 (-)

uvig_575411:1-16,701 (+)

K K ¢

uvig_553192:1-15,918 (+)

MGV-GENOME-0104794: 1-15,990 (-)

AN
AN
N
BN

uvig_95468:1-16,362 (+)

K K X <

uvig_544579:1-16,131 (+)

MGV-GENOME-0105394:1-16,036 (+)

MGV-GENOME-0115276:1-16,833 (-)

MGV-GENOME-0103082: 1-15,863 (-)

uvig_245959:1-17,273 (-)

uvig_223728:1-16,272 (+)

MGV-GENOME-0113881:1-16,718 (+)

uvig 249212:1-16,261 ()

MGV-GENOME-0109341:1-16,343 (+)

K N !

uvig 571237:1-16,088 (+)

uvig_437804:1-16,526 (-)

MGV-GENOME-0114491:1-16,768 (-)

MGV-GENOME-0115696:1-16,871 (+)

K N ¢

MGV-GENOME-0119251:1-17,178 (")

MGV-GENOME-0113317:1-16,672 (+)

T DI X

MGV-GENOME-0108994:1-16,316

K
)
K

— P DK

(
MGV-GENOME-0110842:1-16,465 (+)

SAMNOO0791931_a1_ct152453_vs1:1-16,196 (+)

SAMEA2737841_al_ct122277_vs1:1-13,109 ()

SAMNO0792044 a1 _ct34018_vs1:1-12,802 (+)

MGV-GENOME-0101454: 1-15,740 (-)

K
< K

SAMNO03418288 a1 ct39775 vs1:1-14,089 (+)

¢ K

MGV-GENOME-0083889: 1-14,316 (-)

K X ¢

MGV-GENOME-0103667: 1-15,904 (-)

K X

uvig_197672:1-14,750 (+)

MGV-GENOME-0097622:1-15,456 (+)

— DD X

MGV-GENOME-0108896: 1-16,308 (-)

H
{
| X Y G a—
uvig_218893: 1-16,407 (-)
K
(

K

uvig_327763:1-15,605 (-)

MGV-GENOME-0097796:1-15,470 (-)

K X =

uvig_283672:1-15,244 (-)

MGV-GENOME-4337066:1-17,111 (+)

uvig_93415:1-15,835(-)

MGV-GENOME-0107401:1-16,192 (+)

MGV-GENOME-0102090: 1-15,790 (+)

MGV-GENOME-0105396: 1-16,036 (+)

MGV-GENOME-0100268: 1-15,649 (-)

MGV-GENOME-0113592:1-16,691 (-)

uvig_13950:1-16,691(-)

MGV-GENOME-0116510:1-16,945 (+)

Rampelli_20007_NODE _4_length_16638_cov_4.475668:1-16,638 (-)

K K X X

uvig_492830:1-16,106 (-)

MGV-GENOME-0114542:1-16,771 (+)

K K K <

uvig_269670:1-16,396 (+)

uvig_103535:1-17,073 ()

MGV-GENOME-0108930: 1-16,311 (+)

K K

uvig_593965: 1-16,655 (+)

Ma_2019_SRR413669 NODE_263_length_16878_cov_3.728408:1-16,878 (-)

DOEIK O

uvig_326645:1-15,060 (-)

MGV-GENOME-0078621:1-13,861 (+)

6000 nt



