A K 1O SDHUNOBDODE DT DA 0 O O KK DR E D
IMGVR_UViG_2645727744_000001|2645727744|2645750559|84619-118584: 1-33,966 (+)
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IMGVR_UViG_2576861786_000002(2576861786|2576923841[10237-44890: 1-34,654 (+)
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I
IMGVR_UViG_3300031415_000137|3300031415|Ga0308172_1000079(111814-145612:1-33,799 (+)

A | OF SDOUIDDODET O BEDD{— O O > X PENDIN__D

IMGVR_UViG_2927986592_000004|2927986592|2927986593|2447422-2483612: 1-36,191 (+)
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IMGVR_UViG_3300013921_000018 3300013921\G80121431 100065|203-32950: 1-32,748 (+)

D K O SOUNDEDCEEACE DD DD CE OO KEDDMONLD

IMGVR_UViG_3300013932_000005|3300013932|Ga0122026_100040]10669-42357: 1-31,689 (+)

O K O SHOUNDPOUDUN BEDBAGD DN O O K PBDIL D

IMGVR_UViG_2690315639_000001|2690315639|2690316474|10155-43566: 1-33,412 (+)
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TemPhD_cluster_62908_: 1-32,947 (+)
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IMGVR_UViG_ 2871755987 OOOOOS|2871755987\2871755993|163659 197387:1-33,729 (+)
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I
TemPhD_cluster_62190: 1-35,873 (+)

IS he I s G G I B B D)) 1, G D D W B SO e ), ) S o e G O G s )

I —
IMGVR_UViG_3300030500_000070|3300030500|Ga0268256_1000452: 1-36,087 (+)
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IMGVR_UViG_3300027312_000180|3300027312|Ga0209371_1000462|5291-39941: 1-34,651 (+)
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IMGVR_UVIiG_. 3300048927 000158 3300048927|Ga0496124_0001731:1-30,682 (+)
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