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MGV-GENOME-0331730: 1-60,009 (+)

é

\MGVRiLJ\/iG:B3OOO291367000258|3300029136\6301687477100051\13789774298: 1-60,510 (+)
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MGV-GENOME-0338030: 1-59,233 (+)

n
SAMEA2737728_b1_ct98_vs2: 1-60,400 (+)

i

\MG\/RiLJ\/iG:%3OOO4S9887111589|3300045988\6304957767181563: 1-59,233 (+)
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IMGVR_UViG_3300029465_000198|3300029465|Ga0244121_100023[44120-104633: 1-60,514 (+)
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MG\/*GENOM.E70357641: 1-49,396 (+)

MG\/'GENOM.E70315475: 1-47,610 (+)
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uvig_236850: 1-86,880 (+)
}
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