
IMGVR_UViG_3300008575_000039|3300008575|Ga0111079_100431: 1-40,172 (+)

IMGVR_UViG_3300008639_000025|3300008639|Ga0115685_1000432: 1-39,030 (+)

SAMEA2738133_b1_ct2: 1-39,102 (+)

MGV-GENOME-0259639: 1-38,387 (+)

IMGVR_UViG_3300008537_000006|3300008537|Ga0111051_100449: 1-38,664 (+)

IMGVR_UViG_7000000393_000064|7000000393|SRS019327_WUGC_scaffold_54322: 1-36,787 (+)

MGV-GENOME-0259275: 1-38,319 (+)

MGV-GENOME-0262047: 1-38,816 (+)

IMGVR_UViG_3300045988_125742|3300045988|Ga0495776_043420: 1-38,816 (+)

MGV-GENOME-0262472: 1-38,890 (+)

IMGVR_UViG_3300045988_136923|3300045988|Ga0495776_043638: 1-38,890 (+)

MGV-GENOME-0197509: 1-27,533 (-)

IMGVR_UViG_3300011980_000001|3300011980|Ga0119777_1000391: 1-39,647 (+)

10000 nt

virulence (VFDB)


