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MGV-GENOME-0118294:1-17,099 (+)
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MGV-GENOME-0121762:1-17,395 (-)

HOLX

H
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MGV-GENOME-0130262: 1-18,224 (+)
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uvig_34486:1-23,069 (+)

AT HX
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uvig_198566:1-22,059 (-)
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uvig_273309: 1-21,510 (+)
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Shkoporov_2019_SRR9161506_NODE_815_length_19381_cov_28.249405: 1-19,381 (+)
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H O XX H

H O X

H

b
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