O OPO0DET 0D 3 P XA SRR A KKHEAG—EID

SRS144380_a1_ct47508: 1-40,547 (+)

T OPOOPDE DD 3 P KRR KRR KK = K-O———00D

SRS144306_a1_ct27772:1-40271 (+)

o DD DD 0 DI R KRR R O = O-a——000

SAMEA2737982 b1 ct3:1-41,815 (+)

0 DOCPE 0Dt 3 P IR XK= A IK-O-ad——0D

MGV-GENOME-0275128: 1-41,258 (+)

MGV-GENOME-0277451:1-41,722 (+)

O ODOOOEDD o DD 0 DI IR AR KRR KK = HO-O——5D

SAMEA2737972 b1 ct1:1-41,667 (+)

0 DD 0D 3 P X KK R R KAK-O—-—0D

SRS076770_al_ct77506_vs1: 1-40,945 (+)
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SAMEA2738003_b1_ct7: 1-41,606 (+)

SRS077639_al_ct14055: 1-40,729 (+)
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SRS077390_al_ct15240: 1-41,054 (+)
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