
uvig_321663: 1-59,592 (+)

Ma_2019_SRR413725_NODE_187_length_59592_cov_32.311319: 1-59,592 (+)

SAMN00792070_a1_ct11920_vs1: 1-46,700 (+)

IMGVR_UViG_3300030084_000009|3300030084|Ga0237953_100118: 1-42,150 (+)

IMGVR_UViG_3300030122_000023|3300030122|Ga0237954_100117: 1-42,281 (+)

IMGVR_UViG_3300030087_000011|3300030087|Ga0237955_100087: 1-42,355 (+)

IMGVR_UViG_3300030422_000012|3300030422|Ga0237948_100115: 1-41,614 (+)

SAMEA2737696_a1_ct40039_vs1: 1-46,381 (+)

IMGVR_UViG_3300045988_073802|3300045988|Ga0495776_165710: 1-41,412 (+)

MGV-GENOME-0280632: 1-42,357 (+)

IMGVR_UViG_2849762677_000002|2849762677|2849762755|3994-46668: 1-42,675 (+)

ivig_555: 1-41,457 (+)

20000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


