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MGV-GENOME-0147267:1-20,139 (+)
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uvig_543604:1-18,880 (+)
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uvig_201272:1-18,518 (+)
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MGV-GENOME-0159985:1-21,817 (+)
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MGV-GENOME-0161956:1-22,082 (+)

\ N L OO0 A0 ) ) P OIMEDDD
Ma_2019_SRR413732_NODE_1099 length_18910_cov_80.574171:1-18,910 (+)
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uvig_151117:1-18,468 (+)
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uvig_306212:1-19,004 (+)
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uvig 441739 _:1-22,783 (+)
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MGV-GENOME-0154881:1-21,137 (+)
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uvig 212578:1-16,5083 (+)

SAMN10080925_a1_ct2253_vs1:1-15,568 (+)
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