IMGVR_UViG_3300045988_171170|3300045988|Ga0495776_189296: 1-31,385 (+)
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IMGVR_UViG_3300045988_181197|3300045988|Ga0495776_169937:1-30,526 (+)

IMGVR_UViG_3300045988_176033|3300045988|Ga0495776_074743:1-31,001 (+)

MGV-GENOME-0211851:1-30,071 (+)
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IMGVR_UViG_3300045988_183048|3300045988|Ga0495776_162646:1-30,554 (+)

IMGVR_UViG_3300045988_182736|3300045988|Ga0495776_075420: 1-31,228 (+)

MGV-GENOME-0199499: 1-27,884 (+)
MGV-GENOME-0316949: 1-28,485 (+)
uvig 398176:1-30,527 (+)
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IMGVR_UViG_3300045988_180395|3300045988|Ga0495776_010117:1-30,527 (+)

MGV-GENOME-0328665:1-41,287 (+)
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uvig_42002:1-30,942 (+)
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MGV-GENOME-0216528:1-29,597 (+)
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IMGVR_UViG_3300045988_183049|3300045988|Ga0495776_115718:1-30,724 (+)
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IMGVR_UViG_3300045988_175871|3300045988|Ga0495776_010023: 1-30,200 (+)

MGV-GENOME-0247245:1-29,923 (+)

MGV-GENOME-0264189:1-39,186 (+)

MGV-GENOME-0184443:1-25,353 (+)

MGV-GENOME-0156804: 1-21,391 (+)

MGV-GENOME-0158006: 1-21,554 (+)
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MGV-GENOME-0179467:1-21,042 (+)
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MGV-GENOME-0167618:1-21,132 (+)
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uvig 531901:1-22,995 (+)
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uvig 92282:1-21,844 (+)
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MGV-GENOME-0165020:1-22,499 (+)
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—— —_—
MGV-GENOME-0303708: 1-25,365 (+)

[ OH OO PPN O O DR EIDDOLOERCD
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MGV-GENOME-0180012: 1-24,668 (+)

[ OH OO ICPODN O T SDMEIRLEDLODLOLN0DD
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MGV-GENOME-0230302: 1-24,479 (+)
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MGV-GENOME-0194917:1-27,075 (+)
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MGV-GENOME-0189051: 1-26,093 (+)

[ OH OO OO T S0 S0 RO ODIDDDL O ICD

MGV-GENOME-0233198:1-26,185 (+)
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MGV-GENOME-0192908: 1-26,735 (+)

N OO OECODN O T S0 SICDDDICDD{NO0D
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MGV-GENOME-0238514:1-25,413 (+)

I YY) B)) I D D D)V /B LB by b ) B,

- — —
MGV-GENOME-0187585: 1-25,856 (+)
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MGV-GENOME-0182556: 1-25,063 (+)
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MGV-GENOME-0159094: 1-21,695 (+)
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SRS147271_al_ct39267_vs01:1-23,411 (+)
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MGV-GENOME-0194858: 1-27,064 (+)

[ O SO IPEDEA— 0T o 0T DERDODEDLOLNO0D
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MGV-GENOME-0184323: 1-25,332 (+)

MGV-GENOME-0173704: 1-23,726 (+)

TPOIDECEON—Or 2 S0 D IDDAKIHIMED-POIDLOIDDY

MGV-GENOME-0178361:1-24,427 (+)

MGV-GENOME-0187641:1-25,867 (+)
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