
IMGVR_UViG_3300023488_000164|3300023488|Ga0257039_10017|179181-226650: 1-47,470 (+)

Ma_2019_SRR341637_NODE_225_length_46283_cov_3.574219: 1-46,283 (+)

IMGVR_UViG_3300023290_000265|3300023290|Ga0256628_100295|11414-62235: 1-50,822 (+)

MGV-GENOME-0325708: 1-56,952 (+)

IMGVR_UViG_3300029556_000125|3300029556|Ga0244975_100061|287-56708: 1-56,422 (+)

IMGVR_UViG_3300029501_000099|3300029501|Ga0244796_100027|146002-200091: 1-54,090 (+)

MGV-GENOME-0293748: 1-39,803 (+)

MGV-GENOME-0313376: 1-48,792 (+)

IMGVR_UViG_3300045988_133202|3300045988|Ga0495776_117161: 1-48,592 (+)

MGV-GENOME-0307530: 1-49,046 (+)

IMGVR_UViG_3300045988_145527|3300045988|Ga0495776_098656: 1-46,231 (+)

SAMEA2737727_b1_ct2_vs2: 1-41,500 (+)

20000 nt

defence (PADLOC) virulence (VFDB) tRNA pseudogene


