MGV-GENOME-0241813: 1-34,637 (+)
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uvig 279955:1-35,268 (+)

SRS015663_al _ct36022 vs1:1-32,944 (+)

SRS104311 al ct688_vs01:1-32,139 (+)

MGV-GENOME-0253681: 1-37,368 (+)

MGV-GENOME-0239158: 1-35,100 (+)
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MGV-GENOME-0267543:1-39,812 (+)

MGV-GENOME-0247117:1-36,264 (+)

MGV-GENOME-0264074:1-39,166 (+)

MGV-GENOME-0261332: 1-38,686 (+)
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MGV-GENOME-0245488:1-36,018 (+)
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MGV-GENOME-0249757:1-36,702 (+)
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virulence (VFDB) AMR (AMRFinderPlus)




