MGV-GENOME-0234141:1-34,137 (+)

MGV-GENOME-0228978:1-32,542 (-)

MGV-GENOME-0273393: 1-38,350 (+)

MGV-GENOME-0260498:1-35,014 (-)

MGV-GENOME-0255095:1-31,970 (-)

MGV-GENOME-0256694: 1-34,706 (-)

MGV-GENOME-0231208: 1-33,556 (-)

uvig_559610:1-35,407 ()
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uvig_520142:1-40,314 (-)
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uvig_171144:1-33,888 (+)

SAMEA1906541_b1_ct1 vs2:1-21,635 (-)
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