O B0 PP DK HERR— I oD

MGV-GENOME-0114277:1-16,750 (+)

| s ) OOE0A ) OO D KADE—DOEDD
MGV-GENOME-4331248:1-16,585 (+)
| b ) OOA ) oD DA AE— D

MGV-GENOME-0112866:1-16,635 (+)

A DA PP DK FRRE—— 0 D

MGV-GENOME-0158929:1-16,512 (+)

\ H ) OO0A ) LoD DK X DEBD—~D D
IMGVR_UViG_2864602274_000001|2864602274|2864602275|380580-397866: 1-17,287 (+)
\ b ) A b L OO D IARE——A D

IMGVR_UViG_3300045988_112151|3300045988|Ga0495776_019550: 1-16,598 (+)

> O DDA PP K HERDPB— I D

[ -
IMGVR_UViG_3300045988_121716|3300045988|Ga0495776_123967:1-16,672 (+)
IMGVR_UViG_3300045988_102857|3300045988|Ga0495776_080178:1-17,593 (+) | =
| H ) OOEOA ) OO D HEODIED— O D

IMGVR_UViG_3300045988_130223|3300045988|Ga0495776_181883: 1-17,543 (+)

| b ) DA ) LoD DKEREE— 0 D

MGV-GENOME-0109076: 1-16,323 (+)

\ H ) OOO0A ) LoD DK HX HPOD— O oD
IMGVR_UViG_3300045988_122134[3300045988|Ga0495776_161185:1-18,955 (+)
\ H ) OOEOEA ) oD D HORPED— O

IMGVR_UViG_2864505733_000001|2864505733|2864505734(252529-269087: 1-16,559 (+)

. B DDA 0 O D DK HORIBD—— 0 D

-
IMGVR_UViG_3300028987_000089|3300028987|Ga0169644_100063|75469-92028: 1-16,560 (+)
IMGVR_UViG_3300028956_000072|3300028956|Ga0169707_10093]18005-36218: 1-18,214 (+) =

IMGVR_UViG_3300029395_000123|3300029395|Ga0243972_100025[123274-140273: 1-17,000 (+)

O DDA L T O0C DK Hapieh———AC D

(] -—
IMGVR_UViG_3300045988_120313|3300045988|Ga0495776_123763:1-16,562 (+)
| b ) OO0A ) L0 DK - 0ED—0OI oD
MGV-GENOME-0115702:1-16,872 (+)

L] -

IMGVR_UViG_3300045988_120698|3300045988|Ga0495776_036624:1-16,872 (+)
| H ) EO0A ) LoD DK HE O PBh——0 D
IMGVR_UViG_3300045988_188375|3300045988|Ga0495776_145998|3469-20306: 1-16,838 (+)
MGV-GENOME-0139721:1-15,742 (+)
MGV-GENOME-0116969:1-16,986 (+)

O DO I@E——DN oD

IMGVR_UViG_3300028964_000017|3300028964|Ga0169706_100641:1-16,697 (+)

-
IMGVR_UViG_3300028969_000016|3300028969|Ga0169711_100621:1-16,621 (+)
| H ) OOO0A ) L OO ODCKEAKAREE—— A oD
MGV-GENOME-0106788: 1-16,147 (+)
| H ) DA ) OO DAE-DIE—— oD

IMGVR_UViG_3300045988_115875|3300045988|Ga0495776_053279:1-16,184 (+)

) DA ) LD SDCEHPD—O D

MGV-GENOME-0104154: 1-15,941 (+)

x

\ H ) OO0A ) LoD DCH X H-DPED— D
IMGVR_UViG_2864590242_000001|2864590242|2864590246|163009-181096: 1-18,088 (+)
\ H ) OOEOA ) L ODRDCIC 1APE—— D

IMGVR_UViG_3300028959_000026|3300028959|Ga0169703_100886: 1-15,920 (+)

DDA

X

MGV-GENOME-0172512:1-20,407 (+)

)
A 00 ODAC WO E— D

IMGVR_UViG_3300045988_119829|3300045988|Ga0495776_123534:1-16,462 (+)
IMGVR_UViG_3300014525_000076|3300014525|Ga0169871_100692|383-16631: 1-16,249 (+) =

uvig 317522:1-22,647 (+)

g,
p ) BB BB ) oD DK HE X —POD—— L D

\ H
MGV-GENOME-0162728: 1-20,306 (+) =
\ H ) A ) oD DK HX H -CH—CHADED—— O oD
uvig_442681_:1-23,968 (+)
| H— ) OO ) D DO HED-RRB—NC D
MGV-GENOME-0123927:1-17,593 (+)
\ A ) A p o0 D KAPE—- 0 oD
OTU_6742:1-16,583 (+)
0 DA ) LoD DKAARPE—D
MGV-GENOME-0081643: 1-14,118 (+)
1 0 DA ) OO DAaaae—_A >
MGV-GENOME-0082088: 1-14,160 (+)
A ) DD Do ) B
MGV-GENOME-0076000: 1-13,647 (+)
OOEOEA ) L D— OO
MGV-GENOME-0157166: 1-13,978 (+)
A ) LoD DO O
MGV-GENOME-0086128: 1-14,520 (+)
OO ) oD XK HE O
MGV-GENOME-0161771: 1-14,156 (+)
OO ) LoD XK H D
MGV-GENOME-0079874: 1-13,967 (+)
_ ) oD DA ID—— 0 D
IMGVR_UViG_3300045988_106058|3300045988|Ga0495776_099454: 1-15,441 (+)
A ) LoD DK —0C O
MGV-GENOME-0099380: 1-15,584 (+)
\ s ) A ) OO DA KAPD— D
MGV-GENOME-0104502: 1-15,969 (+)
\ H ) OO ) L OO D KDEb—_D 5
IMGVR_UViG_3300045988_079641|3300045988|Ga0495776_142728:1-15,983 (+)
\ H ) A p LoD XK K HAE— A D
IMGVR_UViG_3300029110_000033|3300029110|Ga0169174_100105|40364-59245: 1-18,882 (+)
\ s ) A ) L0 DD Habh— oD
IMGVR_UViG_3300045988_114905|3300045988|Ga0495776_053385: 1-16,226 (+)
\ H ) OO ) L OO D HOARD— o D
IMGVR_UViG_3300029841_000312|3300029841|Ga0245272_100001|388030-404581: 1-16,552 (+)
\ A ) A ) OO D ARRD—— 0 D
MGV-GENOME-0108005: 116,237 (+)
\ s ) A ) L OO D Kapb——_D0
MGV-GENOME-0102421: 1-15,813 (+)
\ - ) OO ) L0 D IGD0—— DD
uvig_114640:1-16,499 (+)
\ A ) A ) OO DK PI— O D
IMGVR_UViG_3300029874_000335|3300029874|Ga0245322 100076|129973-145544:1-15,572 (+)
\ s ) A ) LoD DK HE— oD
IMGVR_UViG_3300028993_000063|3300028993|Ga0169647_100046|5463-21609: 1-16,147 (+)
_ o0 DK HD— O
IMGVR_UViG_3300045988_087773|3300045988|Ga0495776_151830: 1-15,607 (+)
\ H ) A p OO DAED—A D
IMGVR_UViG_2859471564_000001|2859471564|2859471564|399681-415263: 1-15,583 (+)
\ H ) OOEOEA ) L OO DK IEHEED——Oo oD
IMGVR_UViG_3300029085_000050|3300029085|Ga0169201_100058|105895-123070: 1-17,176 (+)
\ H ) OO ) D DK AHEREDD— A D
IMGVR_UViG_3300014527_000089|3300014527|Ga0169738_100281|2-17039: 1-17,038 (+)
\ H ) A ) L o0 oD AERD——EDIE DD
MGV-GENOME-0107680: 1-16,213 (+)
\ s ) A ) ) B, I, O G .5V e I ) B
IMGVR_UViG_3300045988_125143|3300045988|Ga0495776_003392: 1-16,213 (+)
\ H ) OO ) L PO 1Apbb——_IA oD
IMGVR_UViG_3300029060_000048|3300029060|Ga0169602_1001329: 1-16,182 (+)
\ s ) A ) L0 DK KaAR—0 >0
MGV-GENOME-0108285: 1-16,259 (+)
\ s ) A ) L0 DK DA E—O oD
MGV-GENOME-0147368: 1-20,154 (+)
\ H ) OO ) L OO D DA —EEHDPE— D
IMGVR_UViG_3300045988_143527|3300045988|Ga0495776_085247: 1-20,154 (+)
\ A ) A ) D! DK HX HOHDD— DD
IMGVR_UViG_3300029888_000106|3300029888|Ga0245333_100039|121471-139355: 1-17,885 (+)
A OO DKEKEKHS— A D
IMGVR_UViG_3300045988_106371|3300045988|Ga0495776_053231:1-16,161 (+)
\ H OO DDA ) OO DK KEDa—A oD
MGV-GENOME-0189998: 1-17,372 (+)
A p LoD DK HD
MGV-GENOME-0079573: 1-13,944 (+)
ba A ) LoD DK HD
MGV-GENOME-0070597: 1-13,233 (+)
ba A ) oD DK HX |
MGV-GENOME-0133121: 1-15,555 (+)
D ) D DK+ b
IMGVR_UViG_3300045988_079562[3300045988|Ga0495776_151822: 1-15,873 (+)
H OO ) LD XK HX HAC D
MGV-GENOME-0131430: 1-17,006 (+)
OO ) LD DK HX |
OTU_7251:1-15,316 (+)
) YD DD Do =K
OTU_7895:1-13,620 (+)
\ A ) OO ) LoD DX K H JILRoD—BC D
SAMN11031383 a1 ct44659 vs1:1-19,850 (+)
\ A ) OO0 ) L OO D ADioD—/—0C oD
uvig_393073:1-15,953 (+)
OO ) L DED— oD
MGV-GENOME-0109577: 1-13,230 (+)
EOOA ) L oOE—— D
MGV-GENOME-0078181: 1-13,825 (+)
A ) L D—OOC oD
MGV-GENOME-0062857: 1-12,689 (+)
\ H ) DDA ) CODE—AAAa——_0O0 oD
IMGVR_UViG_3300045988_104970|3300045988|Ga0495776_142646:1-15,944 (+)
\ H ) OO ) D DK 1L — KT HOHED-E-PE— O

SAMNO4261275_al_ct7894_vs1:1-24,600 (+)

A0 SUDA PP DK &K K H- PO oD

IMGVR_UViG_3300023717_000177|3300023717|Ga0257029_10334(25609-48672: 1-23,064 (+)

HDOOOODA ) DL OB HP—— oD
OTU_6858:1-16,282 (+)
PH ) XH ODOOEA ) LoD OB —PB— D
OTU_7413:1-14,897 (-)
\ b ) D A ) L OO DK PE-D—/DE0D
uvig_508103:1-17,279 (+)
\ b ) - OOD— ) L0 D KARPE—-~TDEDD
MGV-GENOME-0123147:1-17,518 (+)
\ H ) ) OO DA IARE—A 0D
MGV-GENOME-0083308: 1-14,267 (+)
' 9000 nt {

defence (PADLOC) AMR (AMRFinderPlus) tRNA pseudogene
I




