Ma_2019_SRR341668_NODE_474 length_36935_cov_3.078932: 1-36,935 (+)

MGV-GENOME-0240651:1-35,320 (+)

SRS049446_al_ct11525_vs1:1-34,950 (+)

DO-GEKAIAAG KKK X DA DA KKK KA KD

MGV-GENOME-0200083: 1-27,989 (+)
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MGV-GENOME-0208810: 1-29,536 (+)

DOC HT AR K DK A DERKIECRERAOC ERIEC EK D

MGV-GENOME-0271212:1-29,771 (+)

DOCTHTODAEKKK K - OD—KEC KK R K KD

MGV-GENOME-0205112:1-28,892 (+)

DCTHHT AKX DA DO KT ORI KA A KD

SRS011084_a1 ct6358_vs1: 1-38,450 (+)

[ DL O OD-E—EKC K KRIEOD-CERKKIE K KA KD

uvig 335842:1-28,546 (+)

MGV-GENOME-0203626:1-27,011 (+)

SAMNO6164477 al ct168668 vs1:1-40,345 (+)

L DL > PRI K KK DA HEOCH X K KK KA R KK D
K

L DL+ OUD-EEREER I KD

uvig_77654:1-34,491 (+)
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