MGV-GENOME-0196382: 1-27,330 (+)

MGV-GENOME-0193524:1-26,842 (+)

SAMNO5826507_al_ct21675_vs1: 1-33,400 (+)

MGV-GENOME-0211896: 1-30,080 (+)

MGV-GENOME-0203870: 1-28,659 (+)

K A D

MGV-GENOME-0200220: 1-28,011 (+)

MGV-GENOME-0283758:1-36,072 (+)

MGV-GENOME-0246149:1-34,180 (+)

uvig_330006: 1-37,557 (+)

MGV-GENOME-0253369:1-37,315 (+)

MGV-GENOME-0222803: 1-32,037 (+)

uvig 573687:1-37,490 (+)

[ ODE O KA KO- K K KKK D

MGV-GENOME-0258571:1-38,193 (+)

MGV-GENOME-0273475:1-37,992 (+)

MGV-GENOME-0244253: 1-35,834 (+)

MGV-GENOME-0235608: 1-34,439 (+)

MGV-GENOME-0236819:1-34,674 (+)

MGV-GENOME-0239507:1-35,153 (+)

MGV-GENOME-0232500: 1-33,808 (+)

MGV-GENOME-0243467:1-35,716 (+)

MGV-GENOME-0248163:1-34,179 (+)

MGV-GENOME-0237748: 1-32,249 (+)

uvig 589619:1-32,026 (+)

MGV-GENOME-0232677:1-33,844 (+)

MGV-GENOME-0253619: 1-37,360 (+)

MGV-GENOME-0294825: 1-37,473 (+)

MGV-GENOME-0257706: 1-38,056 (+)

MGV-GENOME-0256773:1-37,891 (+)

MGV-GENOME-0252823:1-37,213 (+)

MGV-GENOME-0252280:1-37,119 (+)

MGV-GENOME-0262752:1-36,357 (+)

oD O ORI K KO~ K K KKK KD

MGV-GENOME-0253738:1-37,377 (+)

oD O A KO T DK K KD

uvig_10786:1-45,350 (+)

MGV-GENOME-0236458:1-34,605 (+)

OO0 O OSSR K KO EI-ECKEKEK K KKK D

MGV-GENOME-0306417:1-38,761 (+)

MGV-GENOME-0251670:1-37,019 (+)

MGV-GENOME-0277082: 1-36,488 (+)

MGV-GENOME-0259153: 1-38,295 (+)

oD O ORISR KKK K K KIS KD

MGV-GENOME-0286043: 1-37,443 (+)

MGV-GENOME-0241450: 1-35,420 (+)

D B B € O (G g I IV SN, P G K K A ID

MGV-GENOME-0251977:1-34,871 (+)

MGV-GENOME-0253913:1-36,946 (+)

MGV-GENOME-0252880: 1-37,224 (+)

DK K K KKK KD

MGV-GENOME-0247588: 1-34,917 (+)

MGV-GENOME-0248807: 1-33,905 (+)

MGV-GENOME-0281287:1-26,793 (+)

MGV-GENOME-0254492: 1-24,387 (+)

KK
KIEK K ARSI TD
KX

MGV-GENOME-0276211:1-26,893 (+)

MGV-GENOME-0310938: 1-31,469 (+)

MGV-GENOME-0196760: 1-27,394 (+)

MGV-GENOME-0212301: 1-30,154 (+)

MGV-GENOME-0217923:1-31,186 (+)

MGV-GENOME-0206615:1-29,162 (+)

MK ID
MGV-GENOME-0205515:1-28,967 (+) K K
oD O AR KD AHOEA-KEDCKEK K K KKK KD

L}
MGV-GENOME-0269090: 1-40,098 (+)

O O IR KKK K K DA TD

MGV-GENOME-0243294:1-35,693 (+)

O O ISR KOO - K RO CD

MGV-GENOME-0277225:1-38,758 (+)
K KKK DK K K

MGV-GENOME-0296545:1-45,761 (+)

MGV-GENOME-0249348: 1-36,639 (+)

MGV-GENOME-0249406: 1-36,647 (+)

MGV-GENOME-0250711:1-36,851 (+)

MGV-GENOME-0317733:1-37,190 (+)

MGV-GENOME-0257099:1-37,947 (+)

MGV-GENOME-0270970: 1-34,839 (+)

KKK K K KKK KD

MGV-GENOME-0265330: 1-34,472 (+)

MGV-GENOME-0238984: 1-35,074 (+)

O O AR KO- K K K KIS TD
MGV-GENOME-0255974:1-37,754 (+)
KKK K K XKD

MGV-GENOME-0256489:1-37,847 (+)

MGV-GENOME-0267927:1-39,888 (+)

SAMNO5826704 a1 _ct13939_vs1:1-39,832 (+)

MGV-GENOME-0319249:1-40,274 (+)

MGV-GENOME-0265923:1-39,495 (+)

MGV-GENOME-0258312:1-38,155 (+)

OO0 O - KD EOE-AAED-CACKK K K NGECE -

MGV-GENOME-0268823: 1-40,051 (+)

uvig 419431:1-39,297 (+)

O O IR I OMEHHE U DDA DK KK

SAMN11252260_a1_ct101745_vs1: 1-46,916 (+)

Rampelli_SM_05_NODE_256_length_39003_cov_73.199985: 1-39,003 (+) =
MGV-GENOME-0251851:1-33,021 (+)

MGV-GENOME-0269701:1-40,214 (+)

MGV-GENOME-0244840: 1-31,935 (+)

MGV-GENOME-0209926:1-29,735 (+)

uvig_409029:1-25,059 (+)

uvig 35841:1-39,971(+)

uvig 587486:1-47,740 (+)

Rampelli_HCO_70_NODE _202_length_34587 _cov_29.874030: 1-34,587 (+)

SAMNO03283246_al_ct159407_vs1: 1-33,305 (+)

uvig_584640: 1-41,123 (+)
k 10000 nt 1
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




