
MGV-GENOME-0208929: 1-29,556 (+)

uvig_417248: 1-25,370 (+)

uvig_479881: 1-28,261 (+)

MGV-GENOME-0175738: 1-24,029 (+)

Han_2018_ERR1398189_NODE_243_length_38346_cov_50.373769: 1-38,346 (+)

MGV-GENOME-0259553: 1-33,751 (+)

uvig_439859: 1-42,518 (+)

MGV-GENOME-4419228: 1-34,636 (+)

MGV-GENOME-0262041: 1-34,564 (+)

MGV-GENOME-0222359: 1-31,960 (+)

SAMN00791912_a1_ct35504_vs1: 1-40,053 (+)

uvig_335840: 1-38,697 (+)

10000 nt

virulence (VFDB)


