DO oL b PIAOI_—0C i KRR KICHRHKK—ROC
uvig_329052:1-96,973 (+)

I, D)) b PO A KIKKHIIRKCRRCKKACK R K HMHKKKKKDIDDD
MGV-GENOME-0355042: 1-84,339 (+)

OE-DOOIDE b POIHDCEE A KKK IERIDIDOND
MGV-GENOME-0364947: 1-98,080 (+)

DO b PIHCI_—0C N KUK KM MHKIGHDICN
SAMNO00792111_b1_ct9:1-97,979 (+)

EOCOOIDWE oL EODPEDE DO h KUK RCHAAT-DIODD
uvig 331162:1-98,047 (+)

COEOAPEOIOWE O b PDIADEDE DL A KKK AR IIM-DIDCE
uvig 254488:1-97,160 (+)

B ENED)))) IS D ) WM D) N KKK RICMHKIEHHDOM
uvig 241654:1-97,424 (+)

PO b POIDIDEDE DL ) KUK KA DD
MGV-GENOME-0363822:1-96,775 (+)

OO b PDIADEDE DL A KRR
uvig 330675:1-96,720 (+)

Lo DDOEIOME b PDII-PEI_ 0L N KKK KRR KKK HIHRIKICKH DO
MGV-GENOME-4433852: 1-97,901 (+)

I, D)), ) l b gDy N b KKHCHHHCHRIK R RCHRRKKIKUDRDODD
MGV-GENOME-0363881:1-96,868 (+)

I, D)) ) b PDIADEDEC A KKK
MGV-GENOME-4433668: 1-97,007 (+)

DD Y)Y ) DD OCE A KRR KKK X HIHKIR—DIOEE
MGV-GENOME-4433679: 1-97,027 (+)

D EDDD D)D) ) D N PARLN b B D I A HKHCHRIHHICRRCKK R KRR
MGV-GENOME-0363970: 1-96,970 (+)

I, D)) ) b PDIADEDECE A KUK RCRKIU-DIODD
uvig_167479:1-96,901 (+)

I, DD V)Y b 0y N i KKHKKIRMRCHRRRICC R XMHAITDDD
uvig_110768:1-96,828 (+)

I, D)), ) ol PDIbIEDCE b KKK KKK KICHRARKICKM D0
MGV-GENOME-0363886:1-96,872 (+)

I D)), ) D R, B )} ) A KRR KCHIHRUDIOOD
MGV-GENOME-0363238:1-96,018 (+)

I, DD D)), ) b PO PO h

MGV-GENOME-0364345: 1-97,437 (+)

I, D)), ) l POIADEOECC b KKHCIIIHCRCK KA HCHRIII-DIEOOM
OTU_169:1-97,258 (+)

I D)), ) B, B, W W) ) D A KUK CMHKAAMDIDOM
IMGVR_UViG_3300045988_013280|3300045988|Ga0495776_000097: 1-97,698 (+)

I, B D)) ) l PRI DEDE_E ) i KKK R KRR DD
uvig_93229:1-97,698 (+)

I, D)), ) l PO b KKHCHHHKRRCKRICKAIIKCKCHIHIK DI
MGV-GENOME-0364236:1-97,289 (+)

I, D)) ) b PDIADCEE_CE b KKMCKIHCHRRRCRAAIC KR DICODD
MGV-GENOME-0363725: 1-96,635 (+)

I, D)) ) l WAPEE_—0C b KKK KRR —DDOEMD
uvig_160663:1-95,798 (+)

I D)) ) b b DY A KRR CHHIAHDIDOM
MGV-GENOME-0363104: 1-95,838 (+)

I, D)), ) b PHOCE_CE A KKICKRIHCOCKI IR ICUDIDOD
uvig_106701:1-95,095 (+)

OO l PO OEOE_CE b KKK R KKK DRO DD
MGV-GENOME-0364114:1-97,138 (+)

OO0 O DRI A KKIROMRKRRCREAIIKCIHIHEROODD
uvig 27840:1-94,608 (+)

OO0 O DRI by KRR RCMHIICHDEED
MGV-GENOME-4433342:1-94,666 (+)

I, D)), ) l PO OEOE_CE i KM KCRHICK—DRO0D
IMGVR_UViG_3300045988_015062|3300045988|Ga0495776_076142:1-97,215 (+)

I, D)) ) b POIPHDEDECE A ) KRR IR0
uvig 55739:1-98,134 (+)

I, DD Y)Y/ b b0y b A KKK KKK KIKICRCMHCRDIEE
MGV-GENOME-0365195: 1-98,328 (+)

I, D)), ) b PDIADEDE_CC i i KKK KK
MGV-GENOME-0363101: 1-95,834 (+)

I, DD D))) ) b POIAPENCE A KRR XA DIEE0)
uvig 392497:1-97,536 (+)

I, DY) b 0y D A KRR KICHIRRM—DIEE0)
NC_062774.1:1-97,536 (+)

I, D)), ) l OO0 N AR R KKK DIDE0
MGV-GENOME-0365557:1-98,741 (+)

I, D)) ) b PDALEN D A IR KK TIDIEED)
uvig 62628:1-98,741 (+)

I, DD Y)Y) b PDICH_D A ORI KICHIHKICHIDDD
uvig_13392:1-97,245 (+)

I, DD D)),/ l PO DO N KNI KICHIRRKIHDID DD
MGV-GENOME-0364231:1-97,285 (+)

LD b PDIDCOE A KRHCRCHHEHCHRICK I KCMHRI—DIEEDD
IMGVR_UViG_3300045988_013270|3300045988|Ga0495776_000490: 1-97,140 (+)

o DO o 0 D A KIACRHIRCHRRICRA KR IIIDROOD
uvig_278537:1-97,460 (+)

I, BB DY) BN ) D N KKK KRR DPOED
MGV-GENOME-0352931:1-81,303 (+)

I, D D)), ) b PDADIOCHE 0 b MR KRR
OTU_168:1-97,417 (+)

I, DD Y)Y/ b 0l h Y N KRR KKK IR
MGV-GENOME-0363902: 1-96,891 (+)

I, D)), ) l bRy b TR R KRR IKI—DRDEDI
MGV-GENOME-0363989:1-96,995 (+)

I DD ) b PDIHPEDCL N KKK IDIOCED
MGV-GENOME-0364166:1-97,206 (+)

I, DD Y)Y/ b PIHCIDC A KRR KCHIRDI0CE
MGV-GENOME-0362927: 1-95,604 (+)

I, D)), ) . PDIDIOEDEEL ) KRR KK DD
IMGVR_UViG_3300045988_013261|3300045988|Ga0495776_000643: 1-95,604 (+)

OO O A I OEDE_ 0N A UK IR R R DROED
OTU_206: 1-93,637 (+)

I, D)), ) IHEDDODE_CE ! KKK IR KCHARKKHDIDOID
MGV-GENOME-0362434: 1-94,947 (+)

I, D)), ) DIHCICE b KKK RCRRRIDRO DD
MGV-GENOME-0359949:1-90,791 (+)

OoAEOINE 0D ! PIDEE_CL A

MGV-GENOME-0362539: 1-95,100 (+)

I, DD D))/ l PEDE_CL !

IMGVR_UViG_3300045988_013210|3300045988|Ga0495776_002928: 1-95,144 (+)

OO0 ! PIHEE_CL b

IMGVR_UViG_3300045988_013273|3300045988|Ga0495776_002913: 1-95,100 (+)

COEODORDRE O O SHINEE DT

MGV-GENOME-0360221:1-91,256 (+)

KHCHIHHCIIICIICHHHICKU-DIDOM
ID/E:DED)))) D D ) )b DD KRR RCMHHATKDTED
uvig_151032:1-91,256 (+)
D)D) ) D) D M L OKUCHRCHRMRIIMHIRRCR XKD

Norman_166_NODE_1_length_102013_cov_44.098452:1-102,013 (+)

D, B BED))) ) DD, b PO OO N IR KRR
MGV-GENOME-0363728: 1-96,641 (+) -

D, B BBD)))) D, | POIDMOP_ OO A KUK KRR K IR DID0DM
IMGVR_UVIG_3300045988 014432|3300045988|Ga0495776 000369 1-96,641 (+) -

DI ) L )0 I D BY))) A POIIDCDE OO A
IMGVR_UViG_3300008561_000003|3300008561Ga0111060_100067: 1-118,051 (+)

L DD DD ) vk D) D I b MR IR KRR K KHEDID00)
MGV-GENOME-0364410: 1-97,501 (+) )

D, BED)))) D b 2 B) DD I N KHKKIRRAIRCRUICR R X HHIKKIDID0D
IMGVR_UVIG_3300045988 014397|3300045988|Ga0495776_114881: 1-95,025 (+) :

D, B BED)))) DD b LBy D B I N KHCKHICIIIIRICRRIC AR IICIHAKIDD0
MGV-GENOME-0362309: 1-94,748 (+) -

D EDED)))) D ) b YD DI R K HHICKREDIDOD)
IMGVR_UVIG_3300045988 _014424|3300045988|Ga0495776_000791: 1-96,321 (+) i

D, B BB D Y b b D (KM IHDIOODD

MGV-GENOME-0363476:1-96,321 (+)

A
N

COO-DOODIE N N IO 0 o AR RPN
b

MGV-GENOME-0364698:1-97,788 (+)

DR D) Vi WO D) MMM KK KCMHKIIRRDODN
IMGVR_UViG_3300029463_000001|3300029463|Ga0244135_100209: 1-97,744 (+) ]
COEOCDODWE N O DO D0 b KRR MK KKDIDODD
MGV-GENOME-0363503: 1-96,354 (+) /

OO0 N PIEDE D0 N =K KUCKMHCHRRIC I XICHDICDD
MGV-GENOME-0358927: 1-89,062 (+)

DIV D D)) /D M PHOEE_DC b KIKIRCKIHCRRCKRK KKK DIDODD
uvig_299868:1-93,375 (+) )

OO0 O N MDD b KRR R KCHKHAGU—DID0DD
uvig_299995:1-93,327 (+) ’

OO0 ) HCKHIHIRAK R DRDED

MGV-GENOME-0345173:1-71,013 (+) !

I EDED))) ) N PDNHCHE_D0C b KKK KCHHACKKHEDIDOM
MGV-GENOME-0357952:1-87,277 (+)

/DD DY)/ p ) B I B I A RIHCHRAIKICRCRIIDID0MD
IMGVR_UViG_3300029295_000003|3300029295|Ga0134373_100142: 1-91,166 (+)

OO0 ) PONAHEDE D0 A KA XCIMEIIAURO0

MGV-GENOME-0354867:1-84,142 (+)

p )% b b I A XU ICHRRK DO
I OIDIDD KK KCHRKIAMDIDE
uvig_274436:1-84,027 (+) >u W DD >-{ qum—w
I DD I D R, V)2 ) ) R, W, A

uvig 190241:1-95235 (+)

COCODOOOWEN o W EETTMOED )

MGV-GENOME-0362622:1-95,235 (+)

uvig_28890: 1-77,046 (+)

MGV-GENOME-0337145:1-63,362 (+)

OEO-DOEDWE O IO D0 ) RKKIKMRHCRKICIKC IGO0
MGV-GENOME-0359660: 1-90,316 (+)

0 I D a0 I A KKK R XRCIRE

uvig_102810: 1-83,120 (-)

) I N MHOEDE 0 A RAKKRCKAIHCRCHIACC IR
MGV-GENOME-0352963:1-81,346 (+)

[ O OMNHINMEE 0 A )-KKIRCRCRHCRRI I KRR

MGV-GENOME-0344337:1-70,139 (+)

b Ny A KRR

uvig_377178:1-58,225 (+)
}
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