MGV-GENOME-0281656:1-31,577 (+)
MGV-GENOME-0215490: 1-30,746 (+)

MGV-GENOME-0264997:1-29,713 (+)
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uvig_365655: 1-39,984 (+)
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MGV-GENOME-0278776:1-30,691 (+)
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MGV-GENOME-0257834:1-38,076
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uvig 405785: 1-26,744 (+)
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uvig_312193:1-36,922 (+)
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MGV-GENOME-0237040: 1-34,721 (+)
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uvig_542074:1-30,534 (+)
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MGV-GENOME-0213589: 1-30,399 (+)
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MGV-GENOME-0217836:1-31,171 (+)
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