) ). B ) DD W) O

MGV-GENOME-0179587: 1-24,601 (+)

DI D) D W

SRS019122 a1 ct81212 vs01:1-22,047 (+)

) ), I D) DD ) N

MGV-GENOME-0193995:1-26,921 (+)

SRS148429_al _ct68096_vs01:1-18,801 (+)

SRS147436_al_ct21916_vs01: 1-17,609 (+)

IO A
DD VYD W,

SRS020571_a1_ct9152_vs01:1-21,642 (+)

SAMEA2737765_al_ct63819_vs1:1-26,371 (+)

MGV-GENOME-0186151:1-25,623 (+)

BB D )

SRS076764_al _ct27883_vs1:1-24,654 (+)

MGV-GENOME-0160383:1-21,868 (+)

MGV-GENOME-0156963:1-21,414 (+)

BRIDID) W,
BRI N,

) W V), N B W

MGV-GENOME-0152324:1-20,803 (+)

k

defence (PADLOC)
I

10000 nt



