MGV-GENOME-0254622:1-37,525 (+)
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uvig 294286:1-42,047 (+)
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MGV-GENOME-0326213: 1-40,833 (+)
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MGV-GENOME-0284504: 1-41,816 (+)
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MGV-GENOME-0281744: 1-41,365 (+)
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SAMNO00791988_a1_ct12031_vs1: 1-45,000 (+)

MGV-GENOME-0251088: 1-36,915 (+)
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uvig_154309: 1-43,159 (+)
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MGV-GENOME-0284939: 1-43,159 (+)
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Ma_2019_SRR1778453 NODE_332_length_56388_cov_4.820425: 1-56,388 (+)
} 20000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




