
SAMN06164557_a1_ct64608_vs1: 1-49,991 (+)

uvig_529449: 1-47,359 (+)

uvig_223563: 1-59,164 (+)

IMGVR_UViG_3300029430_000401|3300029430|Ga0243922_100051|147469-189742: 1-42,274 (+)

IMGVR_UViG_3300029354_000165|3300029354|Ga0243832_100195|58702-100940: 1-42,239 (+)

IMGVR_UViG_3300023486_000213|3300023486|Ga0257044_10034|28868-71483: 1-42,616 (+)

IMGVR_UViG_3300029588_000345|3300029588|Ga0245111_1000153|64769-107043: 1-42,275 (+)

IMGVR_UViG_3300029886_000154|3300029886|Ga0245330_100002|146396-187899: 1-41,504 (+)

MGV-GENOME-0268245: 1-39,314 (+)

IMGVR_UViG_3300029853_000272|3300029853|Ga0245292_100156|43456-84806: 1-41,351 (+)

MGV-GENOME-0304068: 1-43,249 (+)

IMGVR_UViG_3300045988_159236|3300045988|Ga0495776_172135: 1-43,249 (+)

MGV-GENOME-0294902: 1-44,785 (+)

IMGVR_UViG_3300029668_000209|3300029668|Ga0245235_100002|161344-203838: 1-42,495 (+)

IMGVR_UViG_3300029768_000342|3300029768|Ga0245196_100100|76609-119078: 1-42,470 (+)

IMGVR_UViG_3300045988_164521|3300045988|Ga0495776_112429: 1-42,389 (+)

IMGVR_UViG_3300023502_000299|3300023502|Ga0257054_100351|591-42277: 1-41,687 (+)

IMGVR_UViG_3300045988_160934|3300045988|Ga0495776_135301: 1-42,661 (+)

IMGVR_UViG_3300045988_167934|3300045988|Ga0495776_148129: 1-44,680 (+)

MGV-GENOME-0312496: 1-44,130 (+)

IMGVR_UViG_3300000281_000020|3300000281|EM227_1003200: 1-44,677 (+)

MGV-GENOME-0283525: 1-42,900 (+)

IMGVR_UViG_2517572213_000002|2517572213|2517600472|78580-125359: 1-46,780 (+)

uvig_74167: 1-43,850 (+)

MGV-GENOME-0288250: 1-43,880 (+)

IMGVR_UViG_3300007921_000012|3300007921|Ga0111562_100285: 1-43,836 (+)

IMGVR_UViG_3300045988_161481|3300045988|Ga0495776_020578: 1-43,880 (+)

uvig_150245: 1-44,829 (+)

IMGVR_UViG_3300045988_175796|3300045988|Ga0495776_179737: 1-45,753 (+)

IMGVR_UViG_3300045988_176217|3300045988|Ga0495776_173079: 1-45,723 (+)

SRS052078_a1_ct2420_vs1: 1-53,900 (+)

IMGVR_UViG_3300030379_000410|3300030379|Ga0167483_1000404|5816-47489: 1-41,674 (+)

IMGVR_UViG_3300014802_000181|3300014802|Ga0134374_1000003|47650-88132: 1-40,483 (+)

IMGVR_UViG_3300014940_000130|3300014940|Ga0169849_100167|15941-63445: 1-47,505 (+)

uvig_123897: 1-54,350 (+)

IMGVR_UViG_3300045988_176792|3300045988|Ga0495776_178505: 1-50,320 (+)

uvig_322381: 1-62,316 (+)

IMGVR_UViG_3300029406_000246|3300029406|Ga0242805_100001|806735-850587: 1-43,853 (+)

IMGVR_UViG_3300008299_000410|3300008299|Ga0114868_1000019|155462-198488: 1-43,027 (+)

IMGVR_UViG_3300045988_155580|3300045988|Ga0495776_095062: 1-43,139 (+)

MGV-GENOME-0284847: 1-43,143 (+)

uvig_550918: 1-46,774 (+)

uvig_34140: 1-50,620 (+)

IMGVR_UViG_3300029417_000180|3300029417|Ga0243409_100007|448648-489614: 1-40,967 (+)

IMGVR_UViG_3300023492_000201|3300023492|Ga0257037_100002|118090-158837: 1-40,748 (+)

IMGVR_UViG_3300030030_000248|3300030030|Ga0245278_100012|161310-203219: 1-41,910 (+)

uvig_154843: 1-48,137 (+)

uvig_304425: 1-52,347 (+)

IMGVR_UViG_3300045988_178421|3300045988|Ga0495776_165803: 1-44,642 (+)

IMGVR_UViG_3300045988_170075|3300045988|Ga0495776_172875: 1-44,082 (+)

IMGVR_UViG_3300014539_000142|3300014539|Ga0169882_100315|4106-46289: 1-42,184 (+)

IMGVR_UViG_3300045988_163762|3300045988|Ga0495776_187541: 1-40,264 (+)

MGV-GENOME-0286940: 1-40,264 (+)

uvig_196006: 1-53,478 (+)

uvig_108442: 1-45,585 (+)

uvig_249968: 1-56,481 (+)

MGV-GENOME-0269725: 1-38,677 (+)

MGV-GENOME-0281459: 1-37,178 (+)

MGV-GENOME-0278369: 1-38,344 (+)

MGV-GENOME-0242104: 1-35,516 (+)

MGV-GENOME-0251016: 1-36,273 (+)

MGV-GENOME-0290492: 1-39,086 (+)

MGV-GENOME-0217902: 1-31,183 (+)

MGV-GENOME-0272473: 1-39,229 (+)

MGV-GENOME-0279320: 1-38,271 (+)

MGV-GENOME-0258520: 1-38,184 (+)

MGV-GENOME-0317047: 1-52,803 (+)

SRS042690_a1_ct16543_vs01: 1-45,950 (+)

IMGVR_UViG_3300045988_178290|3300045988|Ga0495776_113883: 1-40,858 (+)

Ma_2019_SRR341609_NODE_77_length_45004_cov_6.608579: 1-45,004 (+)

IMGVR_UViG_3300045988_153728|3300045988|Ga0495776_171399: 1-43,889 (+)

IMGVR_UViG_3300045988_170719|3300045988|Ga0495776_173124: 1-42,900 (+)

MGV-GENOME-0313636: 1-42,134 (+)

IMGVR_UViG_3300045988_166641|3300045988|Ga0495776_109858: 1-41,382 (+)

IMGVR_UViG_3300045988_169058|3300045988|Ga0495776_135622: 1-42,786 (+)

IMGVR_UViG_3300029445_000413|3300029445|Ga0243741_1000588|10536-51055: 1-40,520 (+)

IMGVR_UViG_7000000333_000387|7000000333|SRS050925_LANL_scaffold_40147|4234-44526: 1-40,293 (+)

IMGVR_UViG_3300029570_000337|3300029570|Ga0244916_100124|53676-94449: 1-40,774 (+)

IMGVR_UViG_3300029577_000414|3300029577|Ga0244883_100001|43117-83413: 1-40,297 (+)

IMGVR_UViG_3300029795_000370|3300029795|Ga0243742_1000151|25663-65963: 1-40,301 (+)

MGV-GENOME-0259845: 1-36,410 (+)

uvig_338906: 1-42,137 (+)

uvig_327420: 1-39,632 (+)

MGV-GENOME-0307469: 1-43,621 (+)
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