
SAMN04999262_a1_ct3842_vs1: 1-17,185 (+)

SAMN05827149_a1_ct3934_vs1: 1-17,226 (-)

IMGVR_UViG_3300028995_000012|3300028995|Ga0169683_100520: 1-17,926 (+)

SRS149137_a1_ct532_vs1: 1-17,534 (+)

MGV-GENOME-0117058: 1-16,993 (-)

MGV-GENOME-0097756: 1-15,467 (+)

uvig_426453: 1-18,894 (-)

MGV-GENOME-0136956: 1-18,943 (-)

SRS147094_a1_ct22573_vs1: 1-15,250 (+)

SRS147140_a1_ct34505_vs1: 1-14,951 (+)

SRS054807_a1_ct41305_vs1: 1-14,008 (+)

IMGVR_UViG_3300029090_000016|3300029090|Ga0169218_100833: 1-17,938 (-)

MGV-GENOME-0111281: 1-16,503 (-)

IMGVR_UViG_3300006291_000007|3300006291|Ga0099556_100010: 1-19,034 (+)

IMGVR_UViG_3300045988_047737|3300045988|Ga0495776_082881: 1-18,638 (+)

MGV-GENOME-0134166: 1-18,638 (+)

Reyes_2015_F268_T2_NODE_15_length_18905_cov_15.778091: 1-18,905 (-)

IMGVR_UViG_3300028511_000013|3300028511|Ga0307827_1057: 1-19,144 (-)

SRS143233_a1_ct3140_vs1: 1-18,198 (-)

MGV-GENOME-0139418: 1-19,218 (+)

SAMN01779868_a1_ct10066_vs1: 1-17,349 (+)

IMGVR_UViG_3300045988_063098|3300045988|Ga0495776_016170: 1-19,596 (+)

IMGVR_UViG_3300045988_070178|3300045988|Ga0495776_040849: 1-19,345 (+)

SAMEA2580102_a1_ct25731_vs1: 1-19,002 (-)

MGV-GENOME-0140530: 1-19,345 (+)

uvig_577739: 1-18,982 (-)

MGV-GENOME-0140167: 1-19,301 (-)

IMGVR_UViG_3300045988_040681|3300045988|Ga0495776_040772: 1-19,301 (-)

IMGVR_UViG_3300045988_043243|3300045988|Ga0495776_083196: 1-18,831 (+)

SRS019073_a1_ct94228_vs1: 1-18,993 (+)

IMGVR_UViG_3300008483_000026|3300008483|Ga0105906_1000428: 1-19,539 (-)

uvig_110597: 1-15,934 (-)

IMGVR_UViG_3300045988_060630|3300045988|Ga0495776_015442: 1-18,852 (-)

MGV-GENOME-0137578: 1-19,009 (-)

LK392619.1: 1-19,741 (-)

NC_042114.1: 1-19,741 (-)

IMGVR_UViG_3300045988_066792|3300045988|Ga0495776_083275: 1-18,876 (+)

MGV-GENOME-0136356: 1-18,876 (+)

IMGVR_UViG_3300008604_000015|3300008604|Ga0111094_100136: 1-17,785 (+)

SRS024347_a1_ct4225_vs1: 1-17,099 (-)

uvig_111523: 1-18,318 (-)

IMGVR_UViG_3300045988_067980|3300045988|Ga0495776_122883: 1-18,318 (-)

SRS147334_a1_ct2886_vs1: 1-19,485 (-)

IMGVR_UViG_3300045988_044762|3300045988|Ga0495776_083533: 1-19,013 (+)

SRS046686_a1_ct19510_vs1: 1-18,709 (+)

IMGVR_UViG_3300007937_000001|3300007937|Ga0114168_100034: 1-18,383 (-)

IMGVR_UViG_3300008748_000050|3300008748|Ga0114085_100727: 1-19,337 (-)

IMGVR_UViG_7000000519_000071|7000000519|SRS018357_Baylor_scaffold_50773: 1-19,271 (+)

IMGVR_UViG_3300029090_000014|3300029090|Ga0169218_100776: 1-19,411 (-)

IMGVR_UViG_3300008537_000060|3300008537|Ga0111051_101132: 1-18,943 (-)

IMGVR_UViG_3300011982_000096|3300011982|Ga0119773_1000236: 1-18,924 (+)

IMGVR_UViG_3300008611_000082|3300008611|Ga0111137_1000824: 1-18,948 (-)

IMGVR_UViG_7000000422_000076|7000000422|SRS057791_LANL_scaffold_54619: 1-18,544 (+)

IMGVR_UViG_3300045988_064296|3300045988|Ga0495776_123376: 1-18,595 (-)

IMGVR_UViG_3300045988_081855|3300045988|Ga0495776_123339: 1-18,579 (-)

MGV-GENOME-0133410: 1-18,558 (+)

IMGVR_UViG_3300045988_057735|3300045988|Ga0495776_123296: 1-18,558 (+)

IMGVR_UViG_3300019472_000027|3300019472|Ga0197717_10015: 1-18,976 (-)

IMGVR_UViG_3300022495_000025|3300022495|Ga0242631_100176: 1-18,201 (+)

IMGVR_UViG_3300007795_000029|3300007795|Ga0105644_100542: 1-17,980 (-)

IMGVR_UViG_3300045988_063611|3300045988|Ga0495776_123347: 1-18,583 (+)

IMGVR_UViG_3300045988_042376|3300045988|Ga0495776_080484: 1-17,799 (-)

IMGVR_UViG_3300045988_038988|3300045988|Ga0495776_082953: 1-18,683 (+)

IMGVR_UViG_3300045988_039946|3300045988|Ga0495776_082875: 1-18,634 (-)

IMGVR_UViG_3300007531_000069|3300007531|Ga0105502_1001163: 1-18,988 (-)

MGV-GENOME-0120421: 1-17,275 (-)

SRS017751_a1_ct12989_vs1: 1-14,217 (+)

SRS015799_a1_ct3285_vs1: 1-16,068 (+)

IMGVR_UViG_3300008618_000015|3300008618|Ga0111234_100137: 1-18,280 (-)

IMGVR_UViG_3300022578_000043|3300022578|Ga0248012_1008: 1-17,980 (+)

IMGVR_UViG_3300045988_102694|3300045988|Ga0495776_040395: 1-19,107 (+)

SAMN05826800_a1_ct10619_vs1: 1-18,795 (+)

MGV-GENOME-0138462: 1-19,107 (+)

SRS015064_a1_ct14718_vs1: 1-17,673 (+)

IMGVR_UViG_2124908012_000177|2124908012|sp300_4572434: 1-17,648 (-)

SRS149581_a1_ct754_vs1: 1-13,902 (-)

IMGVR_UViG_3300007932_000013|3300007932|Ga0113995_100224: 1-19,133 (-)

IMGVR_UViG_3300006249_000029|3300006249|Ga0099390_1000701: 1-19,144 (-)

SRS144621_a1_ct23377_vs1: 1-18,708 (-)

SRS047265_a1_ct5515_vs1: 1-18,853 (-)

IMGVR_UViG_3300008729_000012|3300008729|Ga0113885_100251: 1-19,140 (-)

NC_001825.1: 1-19,343 (-)

KJ617393.1: 1-19,347 (-)

7000 nt

anti-defence (dbAPIS)


