
uvig_311061: 1-32,876 (+)

MGV-GENOME-0232582: 1-31,227 (+)

uvig_75101: 1-39,056 (+)

uvig_501641: 1-34,933 (+)

IMGVR_UViG_3300029719_000322|3300029719|Ga0245179_1000041|142208-181558: 1-39,351 (+)

uvig_172063: 1-37,598 (+)

MGV-GENOME-0198022: 1-27,624 (+)

MGV-GENOME-0202038: 1-28,339 (+)

MGV-GENOME-0219185: 1-31,417 (+)

MGV-GENOME-0207061: 1-29,234 (+)

MGV-GENOME-0200856: 1-28,115 (+)

uvig_89497: 1-28,032 (+)

MGV-GENOME-0200357: 1-28,032 (+)

SAMEA2737766_a1_ct63097_vs1: 1-34,587 (+)

MGV-GENOME-0217186: 1-31,062 (+)

uvig_559609: 1-36,430 (+)

MGV-GENOME-0235438: 1-25,769 (+)

MGV-GENOME-0233971: 1-25,464 (+)

MGV-GENOME-0234014: 1-25,391 (+)

MGV-GENOME-0198025: 1-27,625 (+)

MGV-GENOME-0234769: 1-25,629 (+)

MGV-GENOME-0157554: 1-21,491 (+)

MGV-GENOME-0235498: 1-26,813 (+)

MGV-GENOME-0185651: 1-25,543 (+)

MGV-GENOME-0171689: 1-23,436 (+)

MGV-GENOME-0230067: 1-24,747 (+)

OTU_2324: 1-39,569 (+)

uvig_39950: 1-31,084 (+)

uvig_197391: 1-39,813 (+)

uvig_496531: 1-27,938 (+)

MGV-GENOME-0199801: 1-27,938 (+)

uvig_195839: 1-29,231 (+)

uvig_312354: 1-33,488 (+)

SAMEA1906436_a1_ct130391_vs1: 1-30,114 (+)

uvig_339623: 1-26,876 (+)

SAMEA2737680_a1_ct152696_vs1: 1-30,600 (+)

MGV-GENOME-0191705: 1-26,529 (+)

MGV-GENOME-0214578: 1-30,581 (+)

MGV-GENOME-0199319: 1-27,852 (+)

MGV-GENOME-0199205: 1-27,830 (+)

MGV-GENOME-0196206: 1-27,299 (+)

OTU_3806: 1-31,364 (+)

MGV-GENOME-0235941: 1-25,871 (+)

MGV-GENOME-0183134: 1-25,155 (+)

MGV-GENOME-0216610: 1-30,955 (+)

MGV-GENOME-0209700: 1-29,694 (+)

MGV-GENOME-0222767: 1-27,824 (+)

MGV-GENOME-0207928: 1-26,353 (+)

MGV-GENOME-0204132: 1-27,619 (+)

MGV-GENOME-0224285: 1-27,040 (+)

MGV-GENOME-0202513: 1-28,424 (+)

uvig_50288: 1-26,279 (+)

MGV-GENOME-0183097: 1-25,149 (+)

MGV-GENOME-0196086: 1-27,275 (+)

ivig_3852: 1-22,067 (+)

MGV-GENOME-0187353: 1-25,822 (+)

uvig_283201: 1-35,546 (+)

MGV-GENOME-0242301: 1-28,538 (+)

MGV-GENOME-0216043: 1-30,847 (+)

MGV-GENOME-0216706: 1-30,973 (+)

MGV-GENOME-0217430: 1-31,107 (+)

MGV-GENOME-0191181: 1-26,443 (+)

MGV-GENOME-0182203: 1-25,011 (+)

IMGVR_UViG_3300030444_000250|3300030444|Ga0168855_100016|91177-130156: 1-38,980 (+)

uvig_43391: 1-38,800 (+)

MGV-GENOME-0199856: 1-25,572 (+)

uvig_529566: 1-19,129 (+)

uvig_283020: 1-26,214 (+)

SAMN05827084_a1_ct60437_vs1: 1-20,230 (+)

SAMN09781775_a1_ct179827_vs1: 1-17,875 (+)

MGV-GENOME-0185102: 1-25,453 (+)

uvig_219330: 1-18,439 (+)

uvig_54886: 1-31,573 (+)

SRS056259_a1_ct17528: 1-33,605 (+)

OTU_2980: 1-36,269 (+)

OTU_2822: 1-37,290 (+)

uvig_192365: 1-41,689 (+)

uvig_552653: 1-38,301 (+)

SAMEA2580204_a1_ct15270_vs1: 1-33,630 (+)

MGV-GENOME-0242502: 1-35,575 (+)

MGV-GENOME-0174348: 1-23,819 (+)

uvig_285423: 1-38,415 (+)

10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


