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uvig_551584:1-34,289 (+)

i DO OO O—C KGDICHD-DCONE_-IMRIEDOD-D
i

|

MGV-GENOME-0229018: 1-33,127 (+)

|

) B O ORI X KEEHD-DHII P00

SRS044535_al_ct24550_vs01: 1-30,973 (+

%

IMGVR_UViG_3300045988_098796|3300045988|Ga0495776_119445: 1-31,989 (+)

|

SRS054905_al_ct7209:1-32,139 (+)

|

MGV-GENOME-0222536: 1-31,989 (+)

uvig_381678:1-34,488 (+)

i

|

IMGVR_UViG_3300045988_100918|3300045988|Ga0495776_004347:1-32,289 (+)

%

IMGVR_UViG_3300045988_102385|3300045988|Ga0495776_171416:1-32,672 (+)

%

Norman_80_NODE_13_length_31909_cov_38.122277:1-31,9

o

9 (+)

%

IMGVR_UViG_3300045988_118644|3300045988|Ga0495776_004283:1-32,123 (+)

%

IMGVR_UViG_3300045988_113482|3300045988|Ga0495776_176486: 1-33,016 (+)

MGV-GENOME-0222857: 1-32,045 (+)

|

é

IMGVR_UViG_3300045988_123519|3300045988|Ga0495776_075253:1-31,176 (+)

OO DA P > I]KAIBIEHD-DHIT DIBRI0D—D

IMGVR_UViG_3300007111_000032|3300007111|Ga0102634_100658: 1-30,802 (+) == =

é

uvig_388508: 1-32,406 (+)

|

@

IMGVR_UViG_3300045988_126453|3300045988|Ga0495776_061648: 1-33,052 (+)

%

IMGVR_UViG_3300045988_126451|3300045988|Ga0495776_061706: 1-33,070 (+)

@

uvig 199801:1-34,168 (+)

@

MGV-GENOME-0230607: 1-33,435 (+)

uvig 173316:1-33/437 (+)
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uvig 311185:1-34,433 (+)

MGV-GENOME-0202080: 1-28,347 (+)

MGV-GENOME-0193554: 1-26,848 (+)

D)) VDb

IMGVR_UViG_3300045988_095660|3300045988|Ga0495776_061309: 1-32,937 (+)

[ 20 DDA

uvig_94200: 1-27,896 (+)

DD D)) B

MGV-GENOME-0196571:1-27,364 (+)
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SAMEA2737770_a1_ct141888_vs1: 1-36,005 (+)

DD )Y

MGV-GENOME-0245400: 1-27,562 (+)

DD D)) DY

MGV-GENOME-0198675:1-27,741 (+)

[ 0 BIPODA

IMGVR_UViG_3300045988_093549|3300045988|Ga0495776_104044: 1-33,604 (+)

[ 0 BOCPORA ) DD OO O~ KEAPIDOIDHT_OHODDIODD-D

IMGVR_UViG_3300045988_108685|3300045988|Ga0495776_061324: 1-32,942 (+)

[ oC S0 BDDEDA

MGV-GENOME-0228079: 1-32,942 (+)

(]

MGV-GENOME-0203094: 1-28,523 (+)

|

uvig 178136:1-33,309 (+)

|

MGV-GENOME-0315692: 1-32,771 (+)

MGV-GENOME-0227652: 1-32,866 (+)
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uvig_186450: 1-37,454 (+)

é

SAMEA2737724 a1l _ct5108:1-32,978 (+)

|

IMGVR_UViG_3300045988_121526|3300045988|Ga0495776_004763: 1-32,536 (+)

|

uvig 429959:1-31,093 (+)

IMGVR_UViG_3300045988_138246|3300045988|Ga0495776_062466: 1-35,710 (+)

|

uvig 187602:1-32,583 (+)

MGV-GENOME-0226159: 1-32,597 (+)

i

IMGVR_UViG_3300045988_124380|3300045988|Ga0495776_038411:1-32,597 (+)

|

uvig 167682:1-37 441 (+)

|

IMGVR_UViG_3300045988_118961|3300045988|Ga0495776_179648:1-33,758 (+)

|

SRS078419_al ct5822:1-32,263 (+)

MGV-GENOME-0219314:1-31,442 (+)
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uvig_306708: 1-41,541 (+)

uvig_496978:1-33,670 (+)

|

MGV-GENOME-0227177:1-32,779 (+)

|

uvig_160818: 1-33,004 (+)

|

uvig_178351:1-31,790 (+)

é

MGV-GENOME-0226800: 1-32,711 (+)

uvig_260910: 1-31,918 (+)

|

uvig 378465:1-32,279 (+)

|

MGV-GENOME-0224326:1-32,279 (+)
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IMGVR_UViG_3300014800_000009|3300014800|Ga0134399_1000417: 1-32,284 (+)
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|

MGV-GENOME-0209759: 1-29,705 (+)

é

MGV-GENOME-0203718: 1-28,633 (+)

MGV-GENOME-0224234: 1-32,262 (+)

i

IMGVR_UViG_3300045988_107612|3300045988|Ga0495776_004361:1-32,319 (+)

é

%@

uvig 160436:1-33,119 (+)

IMGVR_UViG_3300045988_111634|3300045988|Ga0495776_001242: 1-33,094 (+)

%
@
§

IMGVR_UViG_2788500330_000002|2788500330|2788558817|14451-53205: 1-38,755 (+)

%

IMGVR_UViG_3300029708_000305|3300029708|Ga0245189_100252[19751-52442:1-32,692 (+)

MGV-GENOME-0196149: 1-27,288 (+)

%

|

uvig_554287:1-28 426 (-)

|

MGV-GENOME-0332697: 1-45,840 (+)

|

IMGVR_UViG_3300045988_112965|3300045988|Ga0495776_157625: 1-45,840 (+)
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OO DRI O IEHOM-O-DOME DCDIOD-

MGV-GENOME-0187408: 1-25,829 (-)
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IMGVR_UViG_3300045988_109452|3300045988|Ga0495776_120237:1-29,739 (+)

é

uvig_137902:1-39,905 (+)

|

%

uvig_46742:1-26,529 (+)

@

uvig 381305: 1-22,205 (+)

é

MGV-GENOME-0280766: 1-27,033 (+)

|

MGV-GENOME-0184395: 1-24,852 (+)

uvig 281352:1-35,690 (+)

i

uvig 278798:1-32,274 (+)

@

IMGVR_UViG_3300045988_106719|3300045988|Ga0495776_004187:1-31,917 (+)

O P OERNCE-DE3T KaHDICHD-CHMENBDIOD—D
uvig_433694:1-33,887 (+)
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