MGV-GENOME-0202670: 1-23,167 (+)

+ A DO DD UE

SRS144542 a1 _ct888_vs1:1-20,674 (+)

| ) i DA O DD

SRS104316_al ct1071 vs01:1-22,996 (+)

LI D)) BEDD D

SRS056892 al ct44804 vs1:1-23,392 (+)

MGV-GENOME-0182006:1-24,977 (+)

| N i DA DD

MGV-GENOME-0191691:1-26,526 (+)

SRS145505_al _ct44917 vs01:1-28,047 (+)

| ) M DO DR

SRS144014 al ct23216_vs1:1-25,175 (+)

DO DO

SRS074970_al_ct27890_vs1: 1-22,652 (+)

PO OEDEEO

SRS022725_al_ct37701 vs1:1-19,233 (+)

SAMEA2580031_a1_ct11855 vs1: 1-19,.971 ()
; 10000 nt

virulence (VFDB) tRNA
N I



