
Ma_2019_SRR413693_NODE_731_length_41344_cov_12.948243: 1-41,344 (+)

uvig_332064: 1-41,344 (+)

SAMN00792038_a1_ct26440: 1-41,390 (+)

MGV-GENOME-0261852: 1-38,781 (+)

IMGVR_UViG_3300045988_038329|3300045988|Ga0495776_005625: 1-39,548 (+)

SAMEA3951625_b1_ct1: 1-39,493 (+)

IMGVR_UViG_3300045988_052129|3300045988|Ga0495776_007584: 1-40,630 (+)

IMGVR_UViG_3300029219_000012|3300029219|Ga0168709_100256: 1-40,630 (+)

uvig_139876: 1-40,586 (+)

uvig_312880: 1-41,689 (+)

uvig_310773: 1-65,401 (+)

20000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA pseudogene


