
IMGVR_UViG_3300030379_000405|3300030379|Ga0167483_1000141|36843-69325: 1-32,483 (+)

uvig_472865: 1-31,731 (+)

MGV-GENOME-0279062: 1-35,909 (+)

IMGVR_UViG_3300029509_000121|3300029509|Ga0244802_100041|6909-42115: 1-35,207 (+)

IMGVR_UViG_3300045988_170160|3300045988|Ga0495776_147870: 1-36,742 (+)

IMGVR_UViG_3300045988_104341|3300045988|Ga0495776_153063: 1-33,021 (+)

MGV-GENOME-0186661: 1-25,706 (+)

SAMN00715274_a1_ct24155_vs1: 1-36,300 (+)

IMGVR_UViG_3300045988_123214|3300045988|Ga0495776_060262: 1-35,055 (+)

Han_2018_ERR1398246_NODE_306_length_35684_cov_13.747958: 1-35,684 (+)

MGV-GENOME-0238906: 1-34,296 (+)

10000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA pseudogene


