
MGV-GENOME-0287675: 1-34,331 (+)

MGV-GENOME-4420222: 1-32,423 (+)

MGV-GENOME-0228177: 1-32,958 (+)

MGV-GENOME-0286302: 1-32,110 (+)

MGV-GENOME-0254031: 1-36,552 (+)

MGV-GENOME-0300509: 1-36,463 (+)

MGV-GENOME-0211805: 1-30,061 (+)

MGV-GENOME-0310542: 1-39,130 (+)

MGV-GENOME-0307363: 1-38,087 (+)

MGV-GENOME-0308947: 1-38,420 (+)

MGV-GENOME-0324415: 1-37,805 (+)

MGV-GENOME-0292454: 1-39,104 (+)

MGV-GENOME-0308410: 1-39,921 (+)

Ma_2019_SRR413613_NODE_422_length_43123_cov_4.476502: 1-43,123 (+)

uvig_433758: 1-42,700 (+)

MGV-GENOME-0287667: 1-43,749 (+)

MGV-GENOME-0282104: 1-42,660 (+)

MGV-GENOME-0200767: 1-28,099 (+)

MGV-GENOME-0258542: 1-36,092 (+)

MGV-GENOME-0287260: 1-34,901 (+)

uvig_379297: 1-43,662 (+)

SAMN06164882_a1_ct85017_vs1: 1-40,200 (+)

uvig_518691: 1-40,802 (+)

MGV-GENOME-0193885: 1-26,900 (+)

MGV-GENOME-0244083: 1-35,809 (+)

MGV-GENOME-0254499: 1-34,641 (+)

MGV-GENOME-0294721: 1-35,005 (+)

SRS104036_a1_ct6710_vs1: 1-38,117 (+)

uvig_400027: 1-36,573 (+)

MGV-GENOME-0248958: 1-35,447 (+)

MGV-GENOME-0272375: 1-36,187 (+)

uvig_389949: 1-40,748 (+)

uvig_513485: 1-36,695 (+)

SRS143417_a1_ct24062_vs01: 1-35,450 (+)

MGV-GENOME-0233969: 1-34,097 (+)

uvig_3548: 1-32,208 (+)

MGV-GENOME-0223891: 1-32,208 (+)

MGV-GENOME-0222912: 1-32,055 (+)

MGV-GENOME-0263977: 1-35,858 (+)

uvig_75974: 1-46,176 (+)

MGV-GENOME-0297352: 1-37,217 (+)

uvig_189410: 1-41,208 (+)

MGV-GENOME-0253574: 1-31,013 (+)

uvig_122815: 1-36,337 (+)

SAMEA2580208_a1_ct6647_vs1: 1-36,050 (+)

MGV-GENOME-0223836: 1-32,200 (+)

SAMEA2580263_a1_ct3346_vs1: 1-39,400 (+)

uvig_293027: 1-38,128 (+)

uvig_328863: 1-37,357 (+)

Ma_2019_SRR413761_NODE_992_length_37357_cov_4.951745: 1-37,357 (+)

uvig_71743: 1-37,381 (+)

MGV-GENOME-4425723: 1-46,147 (+)

MGV-GENOME-0299852: 1-35,047 (+)

uvig_50736: 1-35,930 (+)

uvig_497383: 1-35,606 (+)

uvig_329757: 1-32,087 (+)

MGV-GENOME-0266844: 1-29,607 (+)

uvig_257099: 1-35,915 (+)

IMGVR_UViG_3300008722_000406|3300008722|Ga0113880_1000004|161261-200285: 1-39,025 (+)

MGV-GENOME-0305845: 1-33,714 (+)

MGV-GENOME-0226510: 1-32,657 (+)

MGV-GENOME-4406017: 1-32,034 (+)

MGV-GENOME-0241087: 1-30,436 (+)

uvig_376470: 1-42,901 (+)

IMGVR_UViG_3300014798_000226|3300014798|Ga0134382_1000131|1-40328: 1-40,328 (+)

MGV-GENOME-0227223: 1-32,786 (+)

uvig_507242: 1-32,786 (+)

MGV-GENOME-0239498: 1-35,152 (+)

uvig_271498: 1-35,934 (+)

MGV-GENOME-0230353: 1-31,058 (+)

uvig_534635: 1-30,883 (+)

MGV-GENOME-0241178: 1-35,399 (+)

MGV-GENOME-0228791: 1-33,073 (+)

MGV-GENOME-0229947: 1-33,307 (+)

MGV-GENOME-0235675: 1-34,453 (+)

MGV-GENOME-0231775: 1-33,668 (+)

MGV-GENOME-0271594: 1-38,026 (+)

uvig_58928: 1-38,679 (+)

uvig_2910: 1-37,119 (+)

MGV-GENOME-0268558: 1-32,929 (+)

uvig_372237: 1-44,296 (+)

10000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


