MGV-GENOME-0287675:1-34,331 (+)

MGV-GENOME-4420222:1-32,423 (+)

MGV-GENOME-0228177:1-32,958 (+)

MGV-GENOME-0286302: 1-32,110 (+)

MGV-GENOME-0254031: 1-36,552 (+)

MGV-GENOME-0300509: 1-36,463 (+)
1

MGV-GENOME-0211805: 1-30,061 (+)

MGV-GENOME-0282104: 1-42,660 (+)

MGV-GENOME-0200767:1-28,099 (+)

uvig 518691:1-40,802 (+)

MGV-GENOME-0193885: 1-26,900 (+)

MGV-GENOME-0233969: 1-34,097 (+)

uvig_3548:1-32,208 (+)

MGV-GENOME-0223891:1-32,208 (+)

SAMEA2580208_al_ct6647_vs1:1-36,050 (+)

MGV-GENOME-0223836: 1-32,200 (+)

uvig_71743:1-37,381 (+)
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MGV-GENOME-4425723:1-46,147 (+)

uvig_329757:1-32,087 (+)

MGV-GENOME-0266844: 1-29,607 (+)

MGV-GENOME-4406017: 1-32,034 (+)

MGV-GENOME-0241087: 1-30,436 (+)
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uvig 376470:1-42,901 (+)

uvig 271498:1-35,934 (+)

MGV-GENOME-0230353: 1-31,058 (+)
1

uvig_534635:1-30,883 (+)

uvig_372237:1-44,296 (+)
}

k 10000 nt 1
defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA
I




