
SRS016541_a1_ct15331_vs1: 1-30,193 (+)

IMGVR_UViG_7000000482_000051|7000000482|SRS016541_Baylor_scaffold_9976: 1-29,816 (+)

IMGVR_UViG_3300006521_000004|3300006521|Ga0101032_100054: 1-29,897 (+)

IMGVR_UViG_3300008720_000005|3300008720|Ga0115616_100032: 1-33,616 (+)

IMGVR_UViG_3300008700_000014|3300008700|Ga0113865_100166: 1-32,206 (+)

TemPhD_cluster_43901: 1-32,752 (+)

SAMN11031295_a1_ct290: 1-33,555 (+)

IMGVR_UViG_3300008635_000004|3300008635|Ga0115679_100319: 1-32,492 (+)

SRS015128_a1_ct25125_vs1: 1-32,385 (+)

TemPhD_cluster_13800: 1-31,494 (+)

MGV-GENOME-0201352: 1-28,210 (+)

10000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)


