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uvig_418510:1-20,626 (+)

GODEETKIC_K O (O G K KK HCOCC KKK
uvig_89245:1-22,110 (-)
KK O G KK KK R KKK KKK ( K

MGV-GENOME-0178033: 1-24,371 (-)
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MGV-GENOME-0170063: 1-23,208 (-)
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MGV-GENOME-0177748:1-24,327 (-)
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SAMNO5827203 a1l _ct37787 vs1:1-32,242 (-)

<JC KA = KO KKK O O O —

SAMNO09781729_al_ct212660_vs1:1-21,637 (-)
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uvig_5391:1-26,608 (-)
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uvig_280208:1-23,257 (-)
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uvig_5290183:1-26,920 (-)
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uvig 563808: 1-21,440 (-)
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