
Han_2018_ERR1398231_NODE_628_length_17845_cov_8.351096: 1-17,845 (+)

uvig_406748: 1-13,807 (+)

Han_2018_ERR1398171_NODE_611_length_17151_cov_4.442443: 1-17,151 (+)

SAMN05414948_a1_ct36096_vs1: 1-15,753 (+)

Han_2018_ERR1398179_NODE_729_length_17158_cov_12.546805: 1-17,158 (+)

uvig_436701: 1-17,734 (+)

Han_2018_ERR1398208_NODE_737_length_17178_cov_6.120656: 1-17,178 (+)

SAMN05414955_a1_ct132431_vs1: 1-15,636 (+)

SRS015579_a1_ct25586_vs1: 1-25,854 (+)

SAMEA3951665_b1_ct1_vs2: 1-17,410 (+)

SAMEA3951786_b1_ct5_vs2: 1-13,165 (+)

10000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


