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MGV-GENOME-0206547: 1-29,148 (+)
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uvig_174633:1-41,982 (+)
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uvig 245022:1-32,803 (+)
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MGV-GENOME-0243055: 1-35,661 (+)
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MGV-GENOME-0235468: 1-34,408 (+)
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uvig 80193:1-39,829 (+)
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MGV-GENOME-0272822: 1-38,750 (+)
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p————10000nt——mmm

defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus) tRNA
I




