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TemPhD_cluster_18999: 1-37,322 (+)

r

MGV-GENOME-0247335: 1-36,298 (+)

CoC o0 MO OPEDDODN

IMGVR_UViG_3300044542_000236|3300044542|Ga0455767_000469: 1-35,725 (+

C O 0 O HPPEODN

IMGVR_UViG_3300043932_000150|3300043932|Ga0455770_00421: 1-35,690 (+)

O 0 OO O0EDEDU

IMGVR_UViG_3300006098_000013|3300006098|Ga0074149_1000464: 1-37,831 (
IMGVR_UViG_3300006203_000006|3300006203|Ga0081181_1000378: 1-35,319 (

o o O OEPDODN

IMGVR_UViG_3300006197_000284|3300006197|Ga0081177_1000054(61182-98217:1-37,036 (+)

o o HOOPEEOD

IMGVR_UViG_3300006217_003242|3300006217|Ga0081461_1002488|4240-39759: 1-35,520 (+)

o o0 MO PREOD

ivig_3690: 1-40,342 (+)

o o O OEEEODN

IMGVR_UViG_3300006204_000045|3300006204|Ga0081182_1000149:1-37,911 (

TemPhD_cluster 43395:1-36,373 (+)
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