b

MGV-GENOME-0122710:1-17,481 (+)

SRS104649_al_ct37822vs1: 1-17,792 (+)

MGV-GENOME-0119010: 1-17,157 (+)

uvig_460397:1-17,304 (-)

MGV-GENOME-0123020: 1-17,508 (+)

SRS022536_a1_ct45480_vs1:1-17,562 (-)

MGV-GENOME-0124687:1-17,669 (-)

MGV-GENOME-0124056: 1-17,605 (-)

MGV-GENOME-0121731:1-17,392 (-)

MGV-GENOME-0125209:1-17,719 ()

MGV-GENOME-0122193:1-17.435 (-)

]

NC_009643.1:1-17,171 (+)

D

SRS147106_al ct61469 vs1:1-18,022 (+)

) oA

SRS018826_al_ct190898 vs1:1-17,403 (-)

MGV-GENOME-0120169:1-17,253 (-)

SRS078254 al ct56496_vs1:1-17,682 (+)

e

SRS144306_al ct26053 vs1:1-16,535 (+)

MGV-GENOME-0127222:1-17,923 (+)

MGV-GENOME-0120078: 1-17,246 (-)

i I N I L

SRS100029_al_ct493 vs1:1-17,457 (+

§§?§¥§§??§§§§§§??§§?§

(
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MGV-GENOME-0122931:1-17,500 (+)

e

S~

SRS018925_al ct2244 vs1:1-16,227 (-)

e

SRS148193 a1l ct113665_vs1:1-17,014 (+)

e

SRS013533_al ct63128 vs1:1-18,156 (-)

DLl H

MGV-GENOME-0123952:1-17,596 (+)

SRS056113 a1 _ct63949 vs1:1-17,879 (+)

MGV-GENOME-0122859: 1-17,494 (+)

3
SRS042691 al ct45264 vs1:1-17,075 (+)

SRS144546_al ct31266_vs1:1-17,865 (+)

SRS149084 a1 _ct45139 vs1: 1-17,493 (1)

D

SRS147057_al_ct42829 vs1:1-17,336 (+)

PO OO L YT

3
IMGVR_UViG_3300009964_000044|3300009964|Ga0133739_10049: 1-17,819 (+)

)

SRS098616_a1 ct61870_vs1:1-17,395 ()

SRS104842_al ct48445 vs1:1-17,294 (+)

e

MGV-GENOME-0116416:1-16,937 (+)

~

SRS077241_al_ct43548 vs1: 1-17,348 (-)

MGV-GENOME-0122196:1-17,435 (+)

3
SRS145509_al _ct20335_vs1:1-17,240 (+)

MGV-GENOME-0116828:1-16,973 (-)

MGV-GENOME-0117381:1-17,019 ()

3
MGV-GENOME-0119700: 1-17,216 (+)

SRS020226_al_ct138567 _vs1:1-17,348 (-)

SRS097867_al_ct25567_vs1:1-17,363 (-)

3
SRS052095_a1_ct65765_vs1:1-17,485 (+)

SRS143039_al ct30140_vs1:1-17,043 (+)

MGV-GENOME-0117994:1-17,074 ()

SRS105148_al ct48374 vs1:1-17,272 (+)

SRS020340_al ct26124 vs1:1-17,154 ()

SRS149334 _al ct18671 vs1:1-17,311(-)

SRS011255 a1 ct27999 vs1:1-17,224 (-)

e

SRS018479 al ct58926_vs1:1-17,592 ()

SRS015063_al ct18027_vs1:1-17,044 (-)

S

SRS149938 a1l ct17611 vs1:1-16,911 (-)

[

7
UM E;?????????????????

Chehoud_patient_2_NODE_29_length_15626_cov_18.860381: 1-15,626 (-)

ba

SRS098567_al _ct135448 vs1:1-14,618 (-)

!

A

ok

SRS104093_al ct8294 vs1:1-13,525 (+

N

SRS077390_al_ct15156_vs1:1-15,357

+)

]

3
MGV-GENOME-0117166:1-17,001 (+)

MGV-GENOME-0102317: 1-15,806 (-)

SRS144380_al_ct43278_vs1:1-15,041 (-)

MGV-GENOME-0119404: 1-17,192 (-)

SRS077861 al_ct65877_vs1:1-17,710 (+)

SRS049268 _al ct29843 vs1:1-18,254 (+)

SRS022980_al1 ct215732 vs1:1-17,784 (+)

SRS018573_al ct26189 vs1:1-17,731(-)

SRS043729_al_ct67700_vs1:1-17,612 (+)

SRS103983_al_ct208731 _vs1:1-17,696 (+)

~

SRS075993_al ct55232 vs1:1-17,591 (+)

MGV-GENOME-0120074: 1-17,245 (-)

]

)
MGV-GENOME-0124725:1-17,673 (+)

SRS011098 al ct17689 vs1:1-17,568 (+)

SRS147106_al_ct156515_vs1:1-17,683 (-)

D
MGV-GENOME-0121556:1-17,376 (+)

h T

MGV-GENOME-0119188:1-17,172 (

)
D

SN

SRS024355_al ct11264 vs1:1-16,089 (-)

DA

iR 7
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SRS149190_al ct4820_vs1:1-16,542 (+)

T

SRS076770_al_ct13083 _vs1:1-15,788 (-)

b

)

MGV-GENOME-0118570:1-17,121 (+)

A
DA

MGV-GENOME-0124943:1-17,694 (-)

7000 nt



