
uvig_288779: 1-60,749 (+)

IMGVR_UViG_3300045988_078046|3300045988|Ga0495776_163882: 1-50,747 (+)

uvig_557303: 1-53,004 (+)

IMGVR_UViG_2854418831_000001|2854418831|2854418836|9382-63738: 1-54,357 (+)

MGV-GENOME-0310297: 1-50,031 (+)

IMGVR_UViG_3300045988_073935|3300045988|Ga0495776_069057: 1-50,383 (+)

MGV-GENOME-0311308: 1-50,383 (+)

IMGVR_UViG_3300000330_000001|3300000330|EM175_1000022: 1-48,952 (+)

MGV-GENOME-0309288: 1-49,653 (+)

MGV-GENOME-0312051: 1-50,676 (+)

IMGVR_UViG_3300007184_000284|3300007184|Ga0103258_100283|5020-53105: 1-48,086 (+)

uvig_454409: 1-48,987 (+)

MGV-GENOME-0324073: 1-49,486 (+)

MGV-GENOME-0309833: 1-49,878 (+)

IMGVR_UViG_3300045988_068333|3300045988|Ga0495776_047116: 1-49,672 (+)

IMGVR_UViG_3300045988_073411|3300045988|Ga0495776_047058: 1-49,631 (+)

MGV-GENOME-0309135: 1-49,596 (+)

uvig_195105: 1-48,949 (+)

IMGVR_UViG_3300045988_076921|3300045988|Ga0495776_047457: 1-49,977 (+)

IMGVR_UViG_3300029571_000373|3300029571|Ga0244922_100517|5158-56135: 1-50,978 (+)

ivig_120: 1-49,634 (+)

uvig_130428: 1-52,316 (+)

IMGVR_UViG_3300045988_074505|3300045988|Ga0495776_178397: 1-50,116 (+)

MGV-GENOME-0307104: 1-48,904 (+)

IMGVR_UViG_3300045988_078580|3300045988|Ga0495776_047438: 1-49,957 (+)

MGV-GENOME-0310063: 1-49,957 (+)

MGV-GENOME-0324254: 1-49,584 (+)

IMGVR_UViG_3300029405_000208|3300029405|Ga0243959_100040|153429-202337: 1-48,909 (+)

IMGVR_UViG_3300029369_000212|3300029369|Ga0243960_100102|28978-77853: 1-48,876 (+)

uvig_448576: 1-49,003 (+)

IMGVR_UViG_3300029370_000003|3300029370|Ga0243957_100503: 1-49,147 (+)

IMGVR_UViG_3300029402_000003|3300029402|Ga0243962_100417: 1-49,369 (+)

IMGVR_UViG_3300045988_065782|3300045988|Ga0495776_028560: 1-49,387 (+)

MGV-GENOME-0309796: 1-49,570 (+)

MGV-GENOME-0310132: 1-49,984 (+)

IMGVR_UViG_3300045988_070489|3300045988|Ga0495776_161941: 1-49,533 (+)

MGV-GENOME-0305187: 1-48,262 (+)

IMGVR_UViG_3300045988_070365|3300045988|Ga0495776_158995: 1-49,259 (+)

MGV-GENOME-0318837: 1-50,204 (+)

IMGVR_UViG_3300029504_000124|3300029504|Ga0244829_100211|3827-55549: 1-51,723 (+)

MGV-GENOME-0309973: 1-49,933 (+)

uvig_149699: 1-49,929 (+)

MGV-GENOME-0308908: 1-49,513 (+)

IMGVR_UViG_3300045988_071066|3300045988|Ga0495776_047411: 1-49,936 (+)

uvig_238431: 1-48,953 (+)

uvig_467022: 1-48,379 (+)

uvig_1850: 1-50,093 (+)

IMGVR_UViG_3300045988_087756|3300045988|Ga0495776_155014: 1-49,593 (+)

MGV-GENOME-0312251: 1-50,745 (+)

IMGVR_UViG_2839222454_000003|2839222454|2839222509|60345-109918: 1-49,574 (+)

ivig_138: 1-49,583 (+)

SAMEA1906527_b1_ct40_vs2: 1-54,650 (+)

IMGVR_UViG_3300045988_078561|3300045988|Ga0495776_047310: 1-49,846 (+)

uvig_147610: 1-52,992 (+)

IMGVR_UViG_3300045988_079001|3300045988|Ga0495776_158691: 1-50,172 (+)

IMGVR_UViG_3300045988_075995|3300045988|Ga0495776_069104: 1-50,427 (+)

MGV-GENOME-0301777: 1-46,853 (+)

MGV-GENOME-0290484: 1-44,388 (+)

MGV-GENOME-0295721: 1-45,232 (+)

MGV-GENOME-0294511: 1-44,474 (+)

uvig_168738: 1-47,375 (+)

MGV-GENOME-0303897: 1-47,825 (+)

uvig_500731: 1-48,712 (+)

uvig_246105: 1-60,044 (+)

uvig_217519: 1-50,287 (+)

MGV-GENOME-0252487: 1-37,156 (+)

MGV-GENOME-0283941: 1-42,967 (+)

MGV-GENOME-0273785: 1-41,005 (+)

uvig_451492: 1-66,984 (+)

MGV-GENOME-0237366: 1-34,778 (-)

uvig_87: 1-90,754 (+)

MGV-GENOME-0224933: 1-32,385 (+)

MGV-GENOME-0228442: 1-33,004 (+)

MGV-GENOME-0232428: 1-33,795 (+)

uvig_104117: 1-38,579 (+)

MGV-GENOME-0224631: 1-32,333 (+)

uvig_52060: 1-66,062 (+)

IMGVR_UViG_2588253902_000010|2588253902|2588288254|296404-349232: 1-52,829 (+)

IMGVR_UViG_3300006217_001267|3300006217|Ga0081461_1001666: 1-51,759 (+)

30000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)


