
MGV-GENOME-0379859: 1-247,840 (+)

IMGVR_UViG_3300045988_144812|3300045988|Ga0495776_004015: 1-247,840 (+)

SAMEA2738035_b1_ct1: 1-254,528 (+)

IMGVR_UViG_3300045988_151761|3300045988|Ga0495776_004024: 1-254,583 (+)

IMGVR_UViG_3300045988_150481|3300045988|Ga0495776_079903: 1-247,853 (+)

IMGVR_UViG_3300006462_000001|3300006462|Ga0100062_100004: 1-250,943 (+)

SRS144302_a1_ct8072: 1-248,637 (+)

IMGVR_UViG_3300008276_000001|3300008276|Ga0114259_1000002: 1-249,353 (+)

IMGVR_UViG_3300008278_000006|3300008278|Ga0114262_100008: 1-244,424 (+)

MGV-GENOME-0378470: 1-180,730 (+)

MGV-GENOME-0378270: 1-177,431 (-)

100000 nt

virulence (VFDB) tRNA


