IO I OREEa—CC . OO KO K=o KK AdD-

MGV-GENOME-0216887: 1-31,006 (+)

MGV-GENOME-0212438: 1-28,749 (+)

SAMEA2579923 al_ct156374 vs1:1-36,761 (+)

I AC 1 KiC ACHAA—C A KA I KO KA KD

MGV-GENOME-0222231:1-31,938 (+)
MGV-GENOME-0219213:1-31,422 (-)

MGV-GENOME-0218045:1-31,207 (+)

AR K= KK K EEE O i Oag—C

—
MGV-GENOME-0280665: 1-31,091 (-)

AR K KO KA A EEE ) I K OKEAa—C ]

—
MGV-GENOME-0266949:1-28,386 (-)

O O KIEK KO K KO KR KKK

MGV-GENOME-0222329:1-31,491 (+)

MGV-GENOME-0208180: 1-29,417 (+)
} 10000 nt {
defence (DefenseFinder) virulence (VFDB)




