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IMGVR_UViG_3300008715_000058|3300008715|Ga0115609_1000494: 1-30,668 (+)

SRS014470_al ct38316_vs1:1-29,916 (+)

OO OO0 O 0 U OBDBED—C HE KK IM-GIIECDE L DM DD - 0

IMGVR_UViG_3300007924_000024|3300007924|Ga0113552_100495: 1-30,110 (+)
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SRS015209_a1_ct10128:1-30,031 (+)
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SRS097905_a1 _ct11831 vs02: 1-34,150 (+)

D)D) D)) D

MGV-GENOME-0201501: 1-28,239 (+)
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SRS143310_a1_ct19380: 1-30,650 (+)
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MGV-GENOME-0214500: 1-29,273 (+)
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SAMEA2738177_b1_ct1:1-29,858 (+)
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MGV-GENOME-0216522:1-29,070 (+)
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