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MGV-GENOME-0232047:1-32,527 (+)
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MGV-GENOME-0227922:1-32,913 (+)
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MGV-GENOME-0205040: 1-28,877 (+)
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MGV-GENOME-0275817:1-33,923 (+)
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uvig 495110:1-33,913 (+)
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uvig 260772:1-36,085 (+)
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MGV-GENOME-0255555: 1-28,939 (+)
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MGV-GENOME-0200946:1-28,134 (+)
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MGV-GENOME-0211231:1-29,961 (+)
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MGV-GENOME-0203304: 1-28,557 (+)
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MGV-GENOME-0210613:1-29,854 (+)
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MGV-GENOME-0254884: 1-32,405 (+)
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MGV-GENOME-0271293:1-33,794 (+)
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MGV-GENOME-0227496: 1-32,839 (+)
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MGV-GENOME-0230661:1-32,153 (+)
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<

) D VD WD D Wb

MGV-GENOME-0230659: 1-33,445 (+)
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uvig_225192:1-27,624 (-) m
MGV-GENOME-0196640: 1-27,375 () m
MGV-GENOME-0202325: 1-28,388 (+) m m m
MGV-GENOME-0219096: 1-27,071 (+) m
MGV-GENOME-0196158: 1-27,290 (+) m
ODA )

MGV-GENOME-0204125: 1-26,688 (-)

MGV-GENOME-0207212:1-29,259 (+)

MGV-GENOME-0210744:1-29,878 (+)
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MGV-GENOME-0199393:1-27,865 (+)

MGV-GENOME-0176928:1-24,212 (-)
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MGV-GENOME-0191409: 1-26,480 (+)

MGV-GENOME-0185381:1-25,499 (-)

MGV-GENOME-0196524:1-25,764 (+)

MGV-GENOME-0176515:1-24,145 (+)
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MGV-GENOME-0204090: 1-28,697 (+)

MGV-GENOME-0205611:1-28,984 (+)

MGV-GENOME-0196350: 1-27,325 (+)

| A I D VI D W,

MGV-GENOME-0240925: 1-33,082 (+)
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MGV-GENOME-0204509:1-28,777 (+)

| A oD PO DDA

MGV-GENOME-0190729:1-26,375 (+)

D D D VI D

MGV-GENOME-0182316: 1-25,028 (+)
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MGV-GENOME-0196826: 1-25,240 (+)
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MGV-GENOME-0208279: 1-28,189 (+)

MGV-GENOME-0204260:1-27,127 (+)

MGV-GENOME-0202480: 1-28,418 (+)

| A oD PO DDA

MGV-GENOME-0185736: 1-25,557 (+)

| 0 oD OPDDDE DDA

MGV-GENOME-4402064: 1-29,785 (+)
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MGV-GENOME-0210068: 1-27,366 (+)
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MGV-GENOME-0209459:1-29,648 (+)
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MGV-GENOME-0208801: 1-29,535 (+)
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MGV-GENOME-0224668: 1-31,322 (+)

:

MGV-GENOME-0203991: 1-28,681 (+)
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MGV-GENOME-0219467:1-31,466 (+)

D _DODDE DDA

MGV-GENOME-0180864: 1-24,573 (+)
MGV-GENOME-0214594:1-28,170 (+)

| PP DDA

MGV-GENOME-0255274:1-37,637 (+)
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