TemPhD_cluster_65514:1-16,243 (+)

TemPhD_cluster_38531:1-16,565 (+)

TemPhD_cluster_65452: 1-16,506 (+)

uvig 237314:1-16,022 (+)

uvig 316979:1-16,200 (+)

TemPhD_cluster_65466:1-16,418 (+)
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TemPhD_cluster_53333:1-16,578 (+)
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uvig_317790:1-22,460 (+)
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MGV-GENOME-0168647:1-23,006 (+)
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SAMNO0991546_a1 ct8679 vs1:1-15243 (+)




