é
%

O 0

MGV-GENOME-0337476:1-20,974 (+)

I MO EEEEO0N ) W) DY) D Vel
MGV-GENOME-0148511:1-20,298 (+)
0 MO CEDEDN VD) H DD HAHCEDHEIENOEDOD- L DD

MGV-GENOME-0313403: 1-31,880 (+)

o 0

MGV-GENOME-0364830: 1-30,741 (+)

D B D B ' ED ' B)D D) EDEONODDDDD
uvig 232199:1-21,240 (+)
D B D B 'S D ' B)D D) DN D-D

MGV-GENOME-0155647:1-21,240 (+)

|

I D DO DN - }XH A DO DD

MGV-GENOME-0193894: 1-26,901 (+)

D ) D I DY Y/ R, e ) N, BV B ) Y e

MGV-GENOME-0280998: 1-23,665 (+)

L b

MGV-GENOME-0146276:1-20,016 (+)

O 0 DO O ICEDEDN - XA DO OO D

MGV-GENOME-0361221:1-34,328 (+)
} 10000 nt {
defence (DefenseFinder) virulence (VFDB)




