O A DD AR KKK K K A KD

MGV-GENOME-0223067: 1-32,077 (+)

OB O DK KK K K HIAKKC KD

MGV-GENOME-0220467:1-31,631 (+)

O O DA AR KK KK K K KD

MGV-GENOME-0234748: 1-34,258 (+)

O A DD AR I CD

MGV-GENOME-0184671:1-25,388 (+)

) I B Ve WD D), I I, (0 O O K K HKIACKD

MGV-GENOME-0312836: 1-30,770 (+)

0 O DDA KKOD—CKK K K KGO

MGV-GENOME-0237340: 1-34,775 (+)

D A DD AR IHEX K K K KKK KD

MGV-GENOME-0247752:1-36,371 (+)

P O DDA ETIAHD— K KK

—
uvig 49318:1-43,362 (+)

O I DD AARERKIACHCIAK K K KA KD

MGV-GENOME-0208783:1-29,533 (+)

[ O DD AARKACKIEK K KA KD

—
MGV-GENOME-0189148:1-26,111 (+)
W O DDA KHKE—CX K KGO

MGV-GENOME-0222282:1-31,945 (+)

O O SOOI XKD KK K K

OTU_2302: 1-39,644 (+)

O A DDA IHD—CX K KA KD

MGV-GENOME-0220975:1-31,721 (+)

) B B g D, 1 9, 06 K K KA KD

MGV-GENOME-0223760: 1-32,188 (+)
O OEEH ODUAAKAHIACCI K K KA KD

MGV-GENOME-0287134: 1-29,065 (+)

[P OEDDH DA AR KEO—H4 K

—
IMGVR_UViG_3300045988_068464|3300045988|Ga0495776_152150: 1-43,877 (+)

0 O DDA KKD—D—-HX K

— _—
IMGVR_UViG_3300045988_086992|3300045988|Ga0495776_055919: 1-43,352 (+)

0 O DDA KKOD—0 —< KK

\MG\/R7UViGi33OOO459887127755|33OOO458\Ga0495776,169827: 1-45,582 (+)

D - DDA XKD~ KK K

MGV-GENOME-0310317: 1-42,507 (+)

P A EE DDA KD KK K

—
uvig 14626:1-40,367 (+)

0 O DDA JHD—K K K KHRK KD

MGV-GENOME-0242128:1-35,520 (+)

D EEHEIO ARG DK K K KK KD

—
MGV-GENOME-0272940: 1-32,529 (+)

0 I DDA KHE—E-AA—C

—
MGV-GENOME-0300051: 1-46,639 (+)

P O DDA KHE—E-AA—H

IMGVR_UVIG_3300045988_087069|3300045988|Ga0495776_117651: 1-46,639 (+)

O - DD ARG IHED K K

—
uvig 230655:1-40,811 (+)

0 I DD AR IHED—CK K KKK KD

—
uvig 548867:1-31,771(+)

OO0 I DU AAEIACRCKC I HOEEEHEMAEK

IMGVR_UVIG_3300045988_114997|3300045988|Ga0495776_149626: 1-46,295 (+)

0 I DA AAKEKICKCK KKD—OE5E00 D X

MGV-GENOME-0344391:1-52,433 (+)

C OB O DDA KKE-HED DO

SAMEA2737824 a1l _ct118671_vs1: 1-44,400 (+)

C OB O DDA KKK K K KD

uvig_55949: 1-33,364 (+)

P OEDPH DO A KO A

\MG\/R,UViG,SSOOOALS988,15869O|33000@88\Ga049577é,160421: 1-52,289 (+)

OB DDA KD K K K

—
uvig 250595:1-39,905 (+)

O OESP-{ DDA KKE-HED DD K

MGV-GENOME-0289380: 1-44,136 (+)

P O DDA KHD——K K K KA KD

MGV-GENOME-0296622:1-34,863 (+)

0 O DDA KHD—C A KD

—
uvig 10328:1-25,984 (+)

P OESP DDA AL A

— —
MGV-GENOME-0297557:1-45,999 (+)

0 OEDD DD AKEH I DT

—_— — —
IMGVR_UViG_3300045988_167868|3300045988|Ga0495776_098234: 1-45,999 (+)

0 O DDA XKD+

— —
MGV-GENOME-0298479:1-46,218 (+)

I, /I, W vy W 0y 0 I 00 O O N o O Wy v O B

— —
MGV-GENOME-0309340: 1-49,671 (+)

) I ) D Dy a7 0 O O K K K

uvig 6242:1-38,202 (+)

[ O DDA IHE—CK

MGV-GENOME-0312269: 1-46,522 (+)

(X
P OEDPH DDA I HO— KK

—
IMGVR_UViG_3300045988_092353|3300045988|Ga0495776_159133: 1-46,522 (+)

O O DDA IHE— KX K K
MGV-GENOME-0268669: 1-40,025 (+)

O O DA KD K KKK XKD
MGV-GENOME-0261514:1-31,477 (+)

P A DDA DK K KD

—_—
MGV-GENOME-0261011:1-31,986 (+)
W OENE DDA XKD K KKK KD
MGV-GENOME-0207816:1-29,360 (+)
O OEME DA KHE—CX K KK KD
MGV-GENOME-0294683: 1-31,863 (+)

P OENE DDA KHO—CERKEEE D

MGV-GENOME-0191453:1-26,488 (+)

0 I O PO AAREIC KX HD—CK K K K

\MG\/R,UViG,SSOOO459887063371|3300045%8\GaO4957767025111: 1-41,123 (+)

O O EEIHBDADDAAREEKCICHID—DEX K K

—— —_——
uvig_284120: 1-42,314 (+)

0 OEDD{ DD AR KHD— K K K KA KD

MGV-GENOME-0246921:1-36,238 (+)

) I B s WD e 1 I, 0 O (O O D K K K

MGV-GENOME-0260143: 1-38,469 (+)

W OEDD DDA XHD— K K KD

MGV-GENOME-0229975:1-33,313 (+)

0 O DD A-EKKHCI . KHECK K KA CD

MGV-GENOME-0219034: 1-31,392 (+)

0 D PO ORI KD
MGV-GENOME-0195143:1-27,113 (+)

W S0 DD ARG IR CCD
MGV-GENOME-0184307:1-25,329 (+)

0 O DDA KKK KD
MGV-GENOME-0223718:1-25,047 (+)

W OEDD- DDA KHEKK K K KKK KD
MGV-GENOME-0255450: 1-32,676 (+)

MGV-GENOME-0222860: 1-32,046 (+)

P D DDA KD RAKKEKD
MGV-GENOME-0192397:1-26,646 (+)

OB oADK KKHOAAEICD

—
uvig 89095:1-25,748 (+)

[ OIDEDEDDA DAL AR KD KID

MGV-GENOME-0179929: 1-24,654 (+)
[ OPEDEDDH DRI K K KO KD

MGV-GENOME-0215388: 1-30,727 (+)

0 DA AR KO- HCHD{K K K

SAMEA2737694 al_ct121293 vs1:1-39,150 (+)

O OEH DD AR KK~ K K

—_—
uvig_133295:1-42,645 (+)

0 R DRI KHD—CK KK K

—
uvig 228894:1-41,187 (+)

O A ODPE AR KX K K K

MGV-GENOME-0253939: 1-37,410 (+)

[ OEDEDH DD KD K KA KD
MGV-GENOME-0219599:1-31,488 (+)

O O DDA HEADEAKEE KD
MGV-GENOME-0202225:1-26,753 (+)

O O DDA A D

MGV-GENOME-0179835: 1-24,286 (+)

0 OEDDH OPABDARERI R KO- H KKK D

MGV-GENOME-0327269: 1-28,657 (+)

0 O DDA KKK KD

—
MGV-GENOME-0177532:1-24,298 (+)

0 HEEH-EO-DEAGKEHECI . KRR KD

— —
MGV-GENOME-0183658:1-25,231 (+)

O B DDAAREIAH K KHOAHHKICD

MGV-GENOME-0183420: 1-25,194 (+)
) I, /o B, I, 906 N O S I I A .
uvig_15684:1-27,716 (+)

COPEOED—{ DDA DD

—
uvig_483963:1-21,981 (+)
} 20000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




