Han_2018_ERR1398184 NODE_149 length_38628_cov_61.401084: 1-38,628 (+)

(K

MGV-GENOME-0261025:1-29,450 (+)

MGV-GENOME-0339764:1-37,612 (+)

uvig 236360:1-39,247 (+)

MGV-GENOME-0330478: 1-36,337 (+)

SAMN10080901_al ct14478 vs1:1-21,121 (+)

MGV-GENOME-0242526: 1-35,580 (+)

uvig_344440:1-24,148 (+)

Han_2018_ERR1398087_NODE _44 length 47084 _cov_142.122775:1-47,084 (+)

MGV-GENOME-0301884: 1-38,085 (+)
} 10000 nt i




