
uvig_251114: 1-43,289 (+)

SAMEA2737757_a1_ct33184_vs1: 1-43,643 (+)

uvig_320895: 1-44,736 (+)

MGV-GENOME-0292171: 1-44,770 (+)

uvig_341182: 1-43,782 (+)

MGV-GENOME-0269959: 1-40,263 (+)

MGV-GENOME-0287553: 1-43,724 (+)

NC_047929.1: 1-43,036 (+)

MGV-GENOME-0281868: 1-42,615 (+)

uvig_592804: 1-44,170 (+)

SAMN09781742_a1_ct25274: 1-44,115 (+)

NC_048172.1: 1-43,264 (+)

SAMN10080898_a1_ct55871_vs1: 1-43,248 (+)

MGV-GENOME-0288759: 1-44,001 (+)

NC_028670.1: 1-44,203 (+)

uvig_236141: 1-43,716 (+)

MGV-GENOME-0289112: 1-44,080 (+)

uvig_132871: 1-44,036 (+)

uvig_124654: 1-42,435 (+)

SAMEA2737807_a1_ct21894: 1-42,379 (+)

MGV-GENOME-0288956: 1-44,047 (+)

NC_028870.1: 1-43,595 (+)

MGV-GENOME-0293303: 1-45,006 (+)

NC_047857.1: 1-44,024 (+)

MGV-GENOME-0276929: 1-41,614 (+)

MGV-GENOME-0286550: 1-43,511 (+)

NC_047779.1: 1-43,557 (+)

MGV-GENOME-0287574: 1-43,731 (+)

uvig_479163: 1-43,817 (+)

AB716666.1: 1-43,871 (+)

NC_031246.1: 1-43,267 (+)

MGV-GENOME-0288292: 1-43,889 (+)

SAMEA2737815_a1_ct27979: 1-44,034 (+)

NC_031025.1: 1-42,201 (+)

uvig_226763: 1-43,566 (+)

MGV-GENOME-0286799: 1-43,566 (+)

NC_013649.2: 1-43,809 (+)

NC_028664.1: 1-43,963 (+)

NC_047748.1: 1-43,865 (+)

KP708985.1: 1-43,809 (+)

NC_028816.1: 1-43,809 (+)

NC_047944.1: 1-45,135 (+)

NC_047783.1: 1-44,623 (+)

MGV-GENOME-0271848: 1-40,644 (+)

uvig_288644: 1-42,944 (+)

MGV-GENOME-0283791: 1-42,944 (+)

NC_047849.1: 1-43,012 (+)

uvig_254490: 1-44,731 (+)

NC_047787.1: 1-42,641 (+)

Han_2018_ERR1398150_NODE_58_length_43653_cov_10.293798: 1-43,653 (+)

NC_023567.2: 1-43,766 (+)

MGV-GENOME-0285358: 1-43,245 (+)

uvig_227326: 1-43,585 (+)

NC_047811.1: 1-44,094 (+)

uvig_253466: 1-44,119 (+)

MGV-GENOME-0285221: 1-43,216 (+)

MGV-GENOME-0281799: 1-42,598 (+)

MGV-GENOME-0281465: 1-42,527 (+)

uvig_254866: 1-44,395 (+)

uvig_246653: 1-43,686 (+)

uvig_311858: 1-43,214 (+)

MGV-GENOME-0290301: 1-44,343 (+)

uvig_319908: 1-41,810 (+)

MGV-GENOME-0287271: 1-43,664 (+)

MGV-GENOME-0288439: 1-43,927 (+)

uvig_329991: 1-43,707 (+)

MGV-GENOME-0287622: 1-43,741 (+)

uvig_326969: 1-44,112 (+)

MGV-GENOME-0289265: 1-44,114 (+)

uvig_479093: 1-43,807 (+)

MGV-GENOME-0287931: 1-43,807 (+)

MGV-GENOME-0289058: 1-44,069 (+)

Ma_2019_SRR413644_NODE_389_length_44739_cov_4.403925: 1-44,739 (+)

MGV-GENOME-0291998: 1-44,738 (+)

uvig_324151: 1-44,748 (+)

MGV-GENOME-0280833: 1-42,400 (+)

10000 nt

defence (PADLOC) anti-defence (dbAPIS)


